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The relationship of S/CO value of hepatitis B virus e antigen and concentration of HBV-DNA
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Abstract: Objective To investigate the relationship of S/CO value of hepatitis B virus e antigen(HBeAg) and concentration of
hepatitis B virus(HBV)-DNA. Methods

Abbott i2000 chemiluminescence immunoassay analyzer was employed to detect HBeAg quantitatively,and ABI 7300 real-time PCR

306 samples of hepatitis B virus surface antigen( HBsAg)-positive serum were collected.

Among 306 cases of HBsAg-positive serum samples, 177 cases
(57. 84%) were found HBeAg-positive. 24 cases (7. 84%) were found HBeAg-negative and HBV-DNA-positive. 56 cases
(18.30%) were found HBV-DNA-negative and HBeAg-positive. HBV-DNA concentrations were from 10° IU/mL to 107 1U/mL.
HBeAg was positively correlated with HBV-DNA concentration(#>>0. 3, P<C0. 05). Conclusion Joint detection of HBV-DNA and

instrument was used to detect HBV-DNA quantitatively. Results

HBeAg can provide a basis for clinical diagnosis and treatment.
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[Vikés 24 7.84 105 34. 31 129 42,15
At 145 47.39 161 52.61 306  100.00

VEZ T AS W (1981 ~) , 2 WU+, A0 U 5 32 B8 A= I R AG 36 A



E AR I E ¥ 407 2013 48 12 A 4 34 %4 23 ¥ Int ] Lab Med,December 2013, Vol. 34,No. 23 e 3157 -
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