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In vitro minimal inhibitory concentration determination of Mycobacterium tuberculosis rifampin resistant gene mutants”
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Abstract: Objective To study gene mutations of rifampin-resistant Mycobacterium tuberculosis strains in clinical isolated sam-
ples,and their influence on minimal inhibitory concentration (MIC) determination in vitro. Methods Rifampin resistant genes of
175 Mycobacterium tuberculosis rifampin-resistant strains and 40 rifampin-sensitive strains in clinical isolated were detected by gene
chip technology,and the MICs on rifampin were determined in all these selected samples,and compared with MIC results from dif-
ferent gene mutations. Results Gene mutation sites of rifampin-resistant Mycobacterium tuberculosis strains from clinical isolated
mainly included 531,526 and 516,533; The MIC of single 531 site mutation in rifampin-resistant strains was higher than single 526,
1'=2.223 7,1'«=2.0449,P<C0. 05; The MIC of single 526 site mutation in RFP resistant strains was higher than single 516,7=
2.205 6,P=0.032 9,P<C0. 05. Combined mutation induced higher MICs. Conclusion The reasonable gene chip design can detect

over 95% rifampin-resistant genes. Mutation patterns of genes have significant influence on the resistance, which provides an impor-

tant reference to the clinic.
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