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Development of a NASBA-ELISA based method for detection of HIV-1
Yin Rui', Xue Jian' ,Sun Yajuan®
(1. College of Biological Engineer,Jilin Agricultural and Technology College ., Jilin,Jilin 132101 ,China;
2.the 2nd Hospital of Jilin University ,Changchun, Jilin 130041,China)

Abstract: Objective  To develop a nucleic acid sequence-based amplification (NASBA) coupled ELISA method for detection of
human immunodeficiency virus-1 (HIV-1). Methods The HIV-1 RNA was amplified by NASBA using gene special primers, which
were designed according to the long terminal repeat nucleotide sequence of the HIV-1 genome. And the NASBA products were hy-
bridized into the microplates in liquid phase and colorimetric changes were observed. Then the sensibility, specificity and clinical test
results of this method were evaluated. Results  This method could detect as little as 0. 1 fg/pul. RNA,and was highly specific for
HIV-1 detection. Results from 120 clinical samples showed its accuracy was higher than traditional real-time RT-PCR. Conclusion
The NASBA-ELISA method can detect HIV-1 sensitively and specifically.
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pLo R 0 & 106 4R 13 B & 13 (BSA), pHY. 6,0. 05
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1.004.,0.901,0. 669.0.564.0.379.0. 214, A] L, RNA FE AR
B 1077 ng/pl WA FRYEY 3 2 9, REEE Ny 0.1 fg/pul,
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WFFE g ST X HIV-1 RNA 46 i) A0 55 22— 4~ 18 3R 7K v 59
— 6 H HLEE AR (UL RE 9 58 RO e JE AR 1 ROBASI  ve iR T RLAE
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AMY | LPS Bk & K 53 47

®3 FTEERNAXHEUABE HREREE(X)

i 5 e 1 R REUE
AMY 87.0 74.0 79.4
LPS 91.0 82.0 84.7
AMY B4 LPS 97.0 94.0 94.3

3 a9t i

PR AR 2 U & AR T R B mt , 2 kB O SAP; i3t
RSSAP G H L AH 1/5 B H RA TS, Wik, R
2 Wi 7 X BT L2 Wi, nl i o K sk R 1 2E AT 4 L B
IR E I FE T KUR .

AMY 5 LPS #5201 R H F 20 1R R 2 W iy B
Mg bR . o, AMY — 78 K65 10 3~12 h B JF 46 Fe g2 1
Frm T I~2 d WA E S, ZH0RHE AMY KF T &R 2
dESIEAWE ZIEW AW BEHE N AMY KT &5
e 10 d Db G, — X b R R R L & i 1)
FE 12 h Y EE OR A AMY K I T X 2 75 & 2R T 46 1 )
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