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Phenotype and genotype of drug resistance in Staphylococcus aureus
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Abstract: Objective To investigate the antibiotic resistance of Staphylococcus aureus isolated from the first central hospital be-
tween 2012 and 2013. Methods Methicillin-resistant Staphylococcus aureus (MRSA) were identified and characterized using PCR
method. The aminoglycoside antibiotic resistance gene and aminoglycoside modifying enzymes were analyzed by PCR, those se-
quences were measured by DNA sequence analysis. Results The antibiotic resistance ratios of 74 strains Sta phylococcus aureus iso-
lated from the First Central Hospital to 11 kinds antimicrobial agents were from 64. 86% to 98. 64 % ; the incidence the 3 genes
from high to low were aac6,aph3,ant4;the incidence of TEM gene were 98. 6 % ; the incidence of tetm gene were 71. 62 %. Conclu-
sion MRSA isolated from the First Central Hospital is the major reason of multiple antibiotic resistance.
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