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Application of fluorescence quantitative PCR method for detection of HBV-DNA
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Abstract : Objective
the reference for the HBV genotyping. Methods

To investigate the role of fluorescent quantitative PCR method for detection of HBV-DNA,and to provide
120 HBV-DNA positive samples were detected by fluorescence quantitative PCR
typing method and direct sequencing respectively,and the results of two methods were compared. Results 120 samples were suc-
cessfully typed with fluorescent quantitative PCR method and direct sequencing method,29 (24.17%) samples with mixed geno-
types were detected by fluorescence quantitative PCR method,7 (5.83%) cases with mixed genotypes were detected by direct se-
quencing method, the detection rate of the former was higher than that of the latter (XZ =15.817,P=0.000). The consistency of
two methods was better (Kappa=81. 67%). Conclusion Fluorescence quantitative PCR method is a simple, rapid and efficient

HBYV genotyping method,detection rate for the mixed genotypes of samples is higher than that of direct sequencing,and the accura-

cy is high.
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