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Correlation analysis on the degree of hepatic fibrosis in patients with chronic hepatitis B virus infection
Chen Yuzhen ,An Hongliang
(Department o f Clinical Laboratory ,Foshan Hospital of Traditional Chinese Medicine , Foshan,Guangdong 528000 ,China)

Abstract: Objective To evaluate the relationship between HBsAg level,common lab test items and liver fibrosis degree in pa-
tients with hepatitis B virus(HBV) infection. Methods A retrospective analysis was done on 198 patients with HBV infection. The
198 patients were classified into three groups as followed:mild liver fibrosis level group(S0— S1 stage) ,obvious liver fibrosis level
group(S2—S3 stage) and early cirrhosis group(S4 tage). The relationship between liver fibrosis and the levels of serum HBsAg.,
HBeAg, HBV-DNA, AFP,ALT,AST,GGT,ALB,GLO,PLT,APTT,PT,Fbg, AT-[ll were discussed. Results The level of HB-
sAg in early cirrhosis group was higher then those in mild liver fibrosis level group and obvious liver fibrosis level group (P <C
0. 05). There were significant difference of GGT,PT and PLT levels among the three groups(P<C0. 05). There was a significant
negative correlation between the level of HBsAg and the levels of HBeAg(r= —0. 482, P=0. 000) and HBV-DNA (= —0. 448,
P=0.000). Conclusion The levels of HBsAg and AFP can help early diagnosis of cirrhosis of the liver. The levels of GGT ,PT,
PLT can help to judgment the degree of liver fibrosis.
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