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Abstract; Objective

To assess the role of KSP1 in replicative lifespan regulation and aging of Saccharomyces cerevisiae. Meth-

ods KSP1 deletion strain was constructed by homologous recombination, then the replicative lifespan and cell proliferation ability

of KSP1 deletion strain were analyzed. Results
pared with wild type strain. Conclusion
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Lifespan was decreased and growth rate was lower inKSP1 deletion strain, com-

KSP1 could be involved in replicative lifespan regulation of yeast.
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