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Abstract: Objective To analyze the polymorphism of excision repair cross-completion gene 1(ERCC1) in colorectal cancer pa-
tients.and to provide guidance for personalized therapy of colorectal cancer. Methods The polymorphism of ERCCI in 259 patients
with colorectal cancer was detected by PCR. Results The genotype of ERCC1 was mainly C/C(55. 71%) in male patients,and then
C/T(37.86%) ,the genotype of T/T accounted for 6.43%. The genotype of ERCC1 was also mainly C/C(59. 66%) in female pa-
tients,and then C/T(36. 97 %) ,the genotype of T/T accounted for 3. 36 %. The genotype was mainly C/C(51.72%) aged 25 to 44
patients,and then C/T(41.38%) ,the genotype of T/T accounted for 6. 90%. The genotype was mainly C/C(57.95%) aged more
than 44 to 59 patients, and then C/T (40. 91%), the genotype of T/T accounted for 1. 14%. The genotype was mainly C/C
(58.45%) aged more than 59 patients,and then C/T(34.51%) ,the genotype of T/T accounted for 7. 04 %. Conclusion The poly-

morphism of ERCC1 is mainly C/C in colorectal cancer patients.
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