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Expression and clinical significance of transcription factor special protein 1 in colorectal cancer”
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(Department o f Clinical Laboratory ,No. 264 Hospital of PLA, Taiyuan,Shanzi 030001 ,China)

Abstract: Objective To study the expression of transcription factor special protein 1(Spl) in colorectal cancer tissues and the
relationship with the biological behavior. Methods The Spl mRNA expressions of 60 colon cancer tissues and their corresponding
normal tissues were detected by real-time PCR,and the level of target gene was calculated by AACT method. The relationships be-
tween the expression of Spl mRNA and the different clinical features and pathological characters were determined. Results Com-
pared with the matched normal tissues,Spl mRNA was significantly up-regulated in the colon cancer tissues(P<Z0. 01). Spl mRNA
positive expression rate in colon cancer tissues had no significant different with sex,age and tumors area(P>0. 05) , but had signifi-
cant different with histological grade,Duke’s stages and lymph node metastasis(P<C0. 05). Conclusion Spl plays an important role
in the process of occurrence and development in colon cancer.
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