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Clinical significance of HBV genotypes in patients with chronic hepatitis B
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Abstract : Objective

To explore the relationship of the HBV genotypes with liver function indicators and HBV-DNA. Methods

HBV genotypes were detected by DNA chips technology.and the serum levels of HBV-DNA and liver function indicators were

determined. Results

In all of the 216 cases of patients,there were 138 cases of HBV-B infection(63. 89% ,138/216),68 cases of

HBV-C infection(31. 48% ,68/216) ,8 cases of HBV-B and HBV-C mixed infection (3.70% ,8/216) .and 2 cases of HBV-D infec-
tion (0.93% ,2/216) ,respectively. Comparing among the patients infected by HBV with different genotypes,there was no signifi-

cant difference in the levels of HBV-DNA and liver function indicators (P>>0. 05). Conclusion

The major genotype of HBV might

be B genotype in the patients in the hospital, followed by C genotype.
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