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Establishment of chip technology-based real-time PCR platform and its
application in rapid detection of HCV and HIV-1~
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Abstract: Objective  To establish the chip technology-based real-time PCR (RT-PCR) platform and to apply it in the viral
loads detection of HIV-1 and HCV. Methods

The gene chip tube was prepared, and the RT-PCR reaction system was established for the simultaneous determination of viral

Based on the primers designed to aim at the conversed regions of HIV-1 and HCV,

loads. And the melting curves were used to distinguish viral species. The sensitivity and specificity of the method were estimated,
and performance of the method was verified by using clinical samples. Results The specificity of the method was good. The lowest

detectable limit of the detection method of HCV and HIV-1 was 1X10° copy/mlL. The clinical samples with viral loads around 1X

10° —1X10° copy/mL could be detected accurately. Conclusion

HIV-1.
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The method provides a new idea for the detection of HCV and

gene chip
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5'-ACC CTA TCA GGC AGT ACC ACA AG-3',

1.3.2 PGS B w4 W HEES b SRR R e X
P 1 4% 5" B AL 7E 9 % & PCR & 157, 0y 1 3% H CEL
N )% PCR B2 4050 T S A0 A& 1 1 J 48 X P [T A6 T £ 4%
514 B HE R R AR Y P 6 it PCR 5 A7 R 2 IR s
. RS R B R K T = E A 5 s T
3 MR R B 2% P R (SSC) A, AR 22l 50 pmol/pL. fii
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4 4.7X10° / 1:1 + —
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