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Relationships between HBV-M patterns and liver function, HBV-DNA in patients with chronic HBV infection of different stages”
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Abstract: Objective To investigate the distribution of five indicators of hepatitis BC(HBV-M) and its relationship with liver
function parameters and HBV-DNA load in patients with chronic HBV infection in different stages. Methods The serum samples
were collected from 456 patients infected with HBV. The HBV-M,liver functional parameters and HBV-DNA level were quantita-
tively detected. According to the stages of disease, the patients were divided into 3 groups including chronic hepatitis B group(inclu-
ding mild subgroup,moderate subgroup and severe subgroup), liver cirrhosis group (including compensatory subgroup, decompen-

The ratio of HBsAg, HBeAg, HBcAb positive pattern(135 pattern)
and HBsAg, HBeAb, HBcAb positive pattern(145 pattern) in the three groups were statistically different(P<C0. 05). In each chron-

sated subgroup) and hepatocellular carcinoma goup. Results

ic hepatitis B subgroup,both ALT and AST levels of 135 pattern were significantly higher than the other two patterns(P<C0. 05).
In each liver cirrhosis subgroup and hepatocellular carcinoma group.there were statistically significant differences in ALB and TBIL
levels between the three patterns(P<C0. 05). In each group,the HBV-DNA level of 135 positive pattern were significantly higher
than the other two patterns(P<C0. 05). Conclusion With the advancement of chronic hepatitis B, there is a downtrend in the ratio
of 135 pattern and increasing trend in the ratio of 145 pattern. If the stage of hepatitis B is discriminated, ALT, AST, ALB TBIL
and HBV-DNA level were closely related to HBV-M pattern.
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215 135 #ist, 145 #ix, 15 fist
ML L TR 20 91(47. 1) 72(37.2) 30(15.7)
BETAH 35(51.5) 24(35.3) 9(13.2)
LA 33(45. 8) 27(37.5) 12(16.7)
A4 23(43.4) 21(39.6) 9(17.0)
JFA Ak 25 58(34.5) 86(51.2) 24(14.3)
[ =A% 29(35.3) 39(47.6) 14(17. 1)
FACE LA 29(33.7) 47(54.7) 10(11. 6)
JH-J 2 16(16. 8) 64(67.4) 15(15. 8)
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*®2 BUHEZERXBRETANRE HBV-M &KX EHFFEER HBV-DNA HER L& (T+s)

HBV-DNA # &

HBV-M i, ALT(U/L) AST(U/L) ALB(g/L) TBIL(pmol/L) }

(lg copies/ml.)
135 st 90.0+22. 1 87.7+22.3 44.1+4.1 16.0%1.1 6.1+1.2
145 #isk 60.2+29. 4" 57.5430.4" 46.2+3.5 16.441.6 4,241.5"
15 fizt 71.1+28.7% 70.7421.4 43.7+2.7 15.241.3 5.1+1.4%

* . P<C0. 05,5 135 R L.

%3 BHEZEFXPETHARNE HBV-M EXFINEER HBV-DNA HEM LR (T+5)

HBV-DNA # &

HBV-M #5, ALT(U/L) AST(U/L) ALB(g/L) TBIL(umol/L) i

(lg copies/mL)
135 M= 103.2+30. 2 127.6+50.7 42.5+3.7 16.3+1.0 6.7+1.4
145 Fx 72.1+28.6" 76.1433.8" 44,6+3.8 14.941.5" 4.8+1.2”
15 #E 82.2+27.9% 82.34+37. 1" 42.1+2.6 15.941.6 5.3+1.1%

*  P<C0.05,15 135 Bk Fh#k,

x4 BUHZERFXEETATE HBV-M #EX TR HBV-DNA SEMIE S (T L)

HBV-DNA # &

HBV-M &5 ALT(U/L) AST(U/L) ALB(g/L) TBIL(pmol/L) 4

(lg copies/mL)
135 Fizk 150.4+35.7 162.14£49.8 40.8+4.4 17.2+1.4 7.4£1.5
145 Bz 93.4+30.1* 133.4+39.7* 37.8+4.0 20.142.0* 5.9£1.6*
15 121.4+31. 4% % 117.94£38. 2" 39.1+3.0 17.6+2.3% 6.1F£1.47

* . P<C0.05.5 135 B F#; 7 . P<<0. 05,5 145 B H#L .
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RS PR R ETATRE HBV-M &K FFIh g8 & HBV-DNA 2R L& (T +5)

HBV-DNA #§ i

HBV-M #iz{ ALT(U/L) AST(U/L) ALB(g/L) TBIL(pmol/L) )

(lg copies/mL)
135 iz 81.3+25.7 79.5+31.4 34.7+2.1 48.2+11.2 6.942.1
145 #izL 75.3+30.2 76.7+30.3 27.6+t2.4" 79.3+11.7" 5.5+1.4~%
15 2 71.5+26.5 72.44+29.2 29.842.4%% 65.8+10.9* % 5.0+£1.3"

* L P<C0.05,5 135 s 7 . P<<0. 05,5 145 A L.

x6 HEARKRETARE HBV-MEXFHEER HBV-DNA HERLEEK (T L)

HBV-DNA # &

HBV-M # 5, ALT(U/L) AST(U/L) ALB(g/L) TBIL(pmol/L) :

(lg copies/mL)
135 #isk 63.1+30.8 56.1427.2 33.3+2.5 69.2413.4 5.641.7
145 25X 67.1+21.1 46.5+21.6 22.942.8" 100. 4+12. 6> 4.1+1.6*
15 i 63.3+24.3 54.9415.5 26.0+2,9"% 82.34+12.8"# 4.3+1.5"

*:P<C0.05,5 135 sl b # ;7 . P<<0. 05,5 145 L5 .

®7 FFEE A E HBV-M & BT Ih g8 & HBV-DNA FEM LK (T +5)

HBV-DNA #§ i

HBV-M ## &, ALT(U/L) AST(U/L) ALB(g/L) TBIL(pmol/L) .

(lg copies/ml.)
135 fEE s T4.4+47.9 88.7+67.3 32.5%2.5 63.1+14.2 5.84+1.1
145 68.0+34.5 79.0+56.9 23.2+3.4" 94.4+13.6" 4.6+0.9"
15 #i = 70.6+32.4 66.3+36.1 27.3+£2.9*7 78.7+12.9* 7 4,8+1.5*

* L P<C0.05,5 135 s 7 . P<<0. 05,5 145 st .
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