E AR I E ¥ 407 2015 48 6 A % 36 %% 11 # Int ] Lab Med.June 2015, Vol. 36,No. 11 e 1505 -

-
KpEFEMMXEEBARERAE AmpC BEERB MRS

AL KRB wom L Dk ERELREFY
(L.ENMXEWES —ERKBA.EE 1] 361003;2. ENMXFAGHIEANESRHFZ,
3 1] 361005;53. BT o 3k, 422 R 1 361004)

 E:BHN HHERBASBIXMEFAFHRXLETMERESE AmpC B A R A RTH A 5H. Hik  E 2011 F 7
AZ2012H8AF KB TAMBEEL GRS BXMSRA AN LEFMAE L 176 4, R AR S84 L5 (PCR) ko i 38 &
EABRAEINGH R A AR KL EMHE* AmpC B A A A, &R PCREZR 2+, AmpC 8K B (ampC K R) fa k4
18.2% £ % DHA 2 h £,k 5 % 59. 4% ,CIT 2 % 37.5% ,EBC 4 3. 1% X ¥ . K% A W ampC A B R H 11,42,
CITHR A £ ,MdkH A4 77.8% . DHA B fe EBC R A £35 4 11 1%;: M £ £ F0E ampC A B A FE A 23.7% ., DHA & %
.MM EA78.3%,CITHA 21.7%, AHAFF LR L *,DHA B A 18 45 DHA-1 A W A fo 1 kB BERE ampC &£ B A,
— % 97.0%,CIT A A 10 44 CMY-2 AH A, 1 4 CMY-42 AW A F 1 % CMY4 AW A ;EBC B A M AMAFH ampC AR
B, —FEA 99.0% ., # 32 LB FFI R I GenBank, ¥ # i %, L5 T F 4 KI127248~KJ127279, Bt #REAS & X
RAHE ampC ABH EHA CMY-2 BAZ MM KA FMHEAEZZADHA-1 A A .
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Abstract:Objective To investigate the genotype and epidemiology of plasmid-mediated AmpC B-lactamases produced by the
clinical strains of Escherichia coli and Klebsiella pneumoniae. Methods A total of 176 clinical nonrepetitive cefoxitin non-sensitivity
isolates of Escherichia coli and Klebsiella pneumoniae was collected from July 2011 to August 2012. Polymerase chain reaction
(PCR) for AmpC enzyme gene amplification and DNA sequencing were carried out for genotype of AmpC beta-lactamases. Results

The results of PCR showed that the positive rate of ampC of the 176 strains of Escherichia coli and Klebsiella pneumoniae AmpC
was 18. 2% ,mainly DHA type, counting for 59. 4% ,CIT counting for 37.5% ,EBC counting for 3.1%. The positive rate of ampC
of Escherichia coli was 11. 4% , mainly CIT type, counting for 77. 8% , the positive rates of DHA type and EBC type both were
11.1%. The positive rate of ampC of Klebsiella pneumoniae were 23. 7% ,mainly DHA type, counting for 78. 3% ,CIT type count-
ing for 21. 7%. The results of DNA sequencing showed that there were 18 strains DHA-1 type and 1 strain ampC gene type of
Morganella morganii in DHA type strains, the concordance rate was 97. 0% ,10 CIT type strains was CMY-2 type, 1 strain was
CMY-42,0ne strain was CMY-4 type, EBC type was ampC gene type of Enterobacter cloacae,the concordance rate was 99. 0%. A
total of 32 strains of gene sequencing were registered as KJ127248 —KJ127279 in GenBank. Conclusion The main genotypes of
plasmid-mediated ampC enzyme produced by Escherichia coli and Klebsiella pneumoniae were CMY-2 and DHA-1 respectively.
Escherichia coli; Klebsiella pneumoniae
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(#E17 EBC 24 5 XD ot 55 MM # RR AT 18 (34 CIT BB 1
oK B BT R M A — B B I IR 43 5 45 T AR 5 7 CMY-2 Y
K 35 A AT Eb A M G 3 B B 0L 5 0 s iy SR R T (A il ACC B
PR ER B T] R A% B R L g e 36 4R 43k 5 K 3% 45 B DHSa
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2 R BE AR W) B AE R R AR

1.3 X 5RFM kAP T4 (FOX, 30 Me A A A% [
Oxiod 2 7 7= . TaKaRa Ex TaqgTM Hot Start i 7| & &
DNA Ladder Marker {71 3 K& EAEWH AR A R A F 7 M.
AT Yo ok DNA /i 42 B0 R £, Bk DNA /) i 32 B )
&R Axygen AR 5. B A B BE R (PCR) )N I A
12 Z 4ty Bio-Rad /A & 7= i » 5 [ BioMerieux VITEK2 Com-
pact 4l b % E 1 .

1.4 AmpC Effi ik R A FOX 48 H Bl Mk 10 i 18l
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2.1 ampC K PCR P LR 176 Btk #0785 T A8
PR3 B P AR, R 32 MR ampC Tt 2 55 R BH P BH M 2R Oy
18.2%(32/176) , Hovh 4% 19 £k DHA A1, 5 59. 4% (19/32) ;
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Ao T R 58 5 7 A1 7 BORE B AmpC il 3% () B 1) BIF 50 B, AR
W5 I PR 43 B3 K 1 3 A TR BORL B AmpC il 6 R B = 22 2L CMY-2
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H T 5% [ DR RS2 30 =6 AR ME AL B 23 (CLSD i R A AmpC
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PRV SR AT B 5%, 4R JL AT AR B AL, ) 5 e SRk e 1) 3R 9 RN

il
£ % 3Lk

[1] Clinical Laboratory Standards Institute. M100-S21 Performance
standards for antimicrobial susceptibility testing (twenty-frist in-
formational supplement)[S]. Wayne,PA,USA;CLSI,2011.

[2] Pérez-Pérez FJ,Hanson ND. Detection of plasmid-mediated AmpC
beta-lactamase genes in clinical isolates by using multiplex PCR
[J7.] Clin Microbiol ,2002,40(6) :2153-2162.

(3] hoEE. M, ok 75 44, 5. il 5 50 B A0 B 0 k0 #8547 DHA-1 Y
ampC F& B (19 58 B AT 51 0 7 LT, v 42 4G 56 2= 2% 2% 3k, 2005, 28
(3):318.

[4] Philippon A, Arlet G,Jacoby GA. Plasmid-determined AmpC-type
beta-lactamases[ J]. Antimicrob Agents Chemother,2002,46(1) ;
1-11.

[5] skBras. A Mg, =, 4. ™ ESBLs KA R & W 1 AmpC 3L A
R AT P E R A A2 40K, 2013, 25(4) 1 425-426.

(6] HAm3E, = /NG A7 30, 25 R i 15 A BRI i % ve 10 B8 BORE
AmpC i e BB B K A7 W5 % 43 Bt LT 1. 4@ I B2 B 2% 4, 2007, 30
(3):156-159.

L71 Tl s E 0 PN F L 55 R 35 A vl UG ¢ 5 5 47 ™ AR 1Y
JURE B P Bk i i R BTRE AmpC B B- PN Bk e il 4 43 5 AT 2 OF
FELTT. AR R A ) 2 S B 2 A 35 2006, 26 (10D : 944-949.

(8] RZIE, Mo kN %, 5. ifF 1 b X ™ BURL A 5 AmpC i Fl ES-
BLs K 15 5 T 0 10 24 P 43 L0 1. I R G 35 24 7, 2011, 296 (1)
74-75.

(ks A :2015-02-08)






