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Clinical significance of hepatitis B virus large surface protein and its correlation with hepatitis B virus replication
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Abstract: Objective

lation with HBV replication. Methods

To explore the clinical significance of hepatitis B virusC(HBV) large surface protein (LHBs) and its corre-
A total of 170 patients infected with HBV were randomly collected from the Forth People's
Hospital of Shenzhen from August to November 2013, LHBs was measured byusing enzyme-linked immunosorbent assay(ELISA) ,
HBYV surface antigen and HBV e antigen were measured byusing electrochemiluminescence immunoassay, HBV-DNA was quantita-
tively measured by real-time polymerase chain reaction. The objects were divided into HBeAg positive group (58 cases)and HBeAg
negative group(112 cases). The positive rate of LHBs and HBV-DNA were compared, the correlation of LHB and HBsAg, HBV-
DNA were analyzed. Results  The positive rates of LHBs and HBV-DNA had no significant difference (y*=0.342,P>0.05) in
HBeAg-positive patients. The positive rate of LHBs was higher than that of HBV-DNA in HBeAg-negative patients (X2 =5.349,
P<C0.05). Serum LHBs level was respectively correlated with the serum HBV-DNA copies (#=0.979,P<0.0) and HBsAg con-
tent (r=0. 923, P<C0. 05. Conclusion Serum [LHBs measurement might serve as a reliable biochemical criterion in the reflection of
HBYV replication at protein level, and it is also valuable to monitor treatment effect and prognosis of the disease, especially in
HBeAg-negative patients.
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