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Association study of serum HBeAg status and HBV DNA level and hepatic injury in chronic hepatitis B patients
Chen Meilian , Deng Rentang »Li Liuyan , Fu Wenjin »Chen Jinhua
(Department of Clinical Laboratory sthe Af filiated Houjie Hospital of Guangdong
Medical College , Dong guan,Guangdong 523945, China)

Abstract: Objective To explore the associations between different HBeAg staus,serum HBV DNA level and hepatic injury in
patients with chronic hepatitis BC(CHB). Methods HBV DNA level and serum ALT were detected by quantitative Real-time PCR
and velocity methods separately. The degree of hepatic injury was determined by the level of ALT,and the associations between
HBV DNA level and hepatic injury both in HBeAg negative CHB and HBeAg positive CHB patients were analyzed accordingly. Re-
sults Elder age and lower HBV DNA level were found in HBeAg negative CHB patients than in HBeAg positive patients (P<C
0.01) ,however,no difference of hepatic injury were found between the two groups (P>>0. 05). Serum HBV DNA level was posi-
tively correlated with the degree of hepatic injury in HBeAg negative CHB patients (P<C0. 05) but no similar correlation was found
in HBeAg positive patients. Conclusion Positive serum HBeAg is an effective indicator of HBV replication and no correlation is
presented between HBV DNA level and intrahepatic inflammation in HBeAg positive CHB patients. However, HBV DNA level is
closely correlated with liver damages in HBeAg negative CHB patients, more attention should be paid to clinical treatment and fol-
low-up monitoring of HBeAg negative CHB patients.
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M4 BB R e PR (HBeAg) R &AW 7] 4325 HBeAg FH %
K HBeAg BH 1 18 o 2 BT % Wi Fp 26 1™, HBV-DNA 4 ik
NI TG 5 A 3G B B B A AT A AR AR . A YRR
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1.3 SEil2Ab¥ SR A SPSSL17. 0 Gt i 43 i 4T i dls 55 31 Ak
B TR ORH B A2 (VD (DY 4 L TQR) 26 7R 9 I LL 45
R ¢ K, PIREA R LLBCR T K, P<<0.05 FZERH
Bt E S,

2 & £

2.1 BHE-BEREE A45dE R HBeAg ) CHB
AR KT HBeAg FHPELL(P<C0. 01) . IfiL3% DNA 5 % 2 &
it F HBeAg FHPEZ (P<C0.0D), WL 1.

x1 HBeAg PHIEFIBAME CHB 2 E E R RR S

BEARER
415 n AR ) HBV-DNA(lg,TU/mL)
HBeAg BH 41 173 29.7649.23 7.62(2.86~8.70)
HBeAg B4l 85  36.64+9.72 6.84(2.83~8. 25)
t —5.526 4.815
P <£0. 01 <£0. 01

2.2 HBeAg BHM: B £ B3 BE 20 P90 0 18 B2 th ¢ 258
Bl % o, HBeAg FA P & v & B AT #1445 65 1 (37. 6%
HBeAg FAPE# 22 §i (25. 9% ). W5 41 B & AP0 {5 72 )8 He i 22
FRYH Xy =3.485,P>>0.05), W 2,

%2 XK HBeAg k7 CHB BEHRGEE2(%)]

JHF 454 9 7
51 n
Ll g &=
HBeAg FH 41 173 108(62.4)  49(28.3) 16(9.3)
HBeAg B4 85  63(74.1)  13(15.3) 9(10. 6)

2.3 R[A HBeAg AR MRHE U125 o #5 UL 2L 584 JIF 450403 1L 4%
HBeAg BIVEARHE DUALH B BEAT 05 # (88, 1Y) B i T
P B UL 4L (60. 5000, 22 A G it 2 B L (3 = 8. 455, P <<
0.01), W 3,
®3  ATE HBeAg K&T CHB BEFHR G

BEE(%)]
JHF 45495 72

25 n

B O Giys
HBeAg FAHAGHE I 4 15 12(80.0)  2(13.3) 1(6.7)
HBeAg FHPE R #5 01 41 158 96(60.8)  47(29.7) 15(9.5)
HBeAg B PEARHE DL 4 42 37(88.1) 4(9.5) 1(2.4)
HBeAg F 4 &5 #5 0L 41 43 26(60.5) 9(20.9) 8(18.6)
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