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Establishment of Tp0259-PCR for diagnosing infection of treponema pallidum”
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Abstract : Objective
nema pallidum by detection Tp0259 gene. Methods

To establish a method for detection Tp0259 gene by PCR. To provide basis of diagnosis infection of trepo-

Gene sequences of Tp0259 was obtained from Genebank and analysis by bioin-

formatics. Specific primers were designed. The whole genome was extracted from testis specimens of the New Zealand rabbits infec-

ted by treponema pallidum and control groups . The gene of Tp0259 was amplified by PCR under the optimization reaction condi-

tions which was selected by many tests,using the new construction of amplification method to detect the common pathogenic micro-

organism in urinary and reproductive tract infection . Results

Specific bands of 646 bp was appeared only in New Zealand rabbits

which was infected by treponema pallidum, while none was in the control group and other pathogenic microorganisms. Conclusion

Detection the Tp0259 gene could be used to diagnose infection of treponema pallidum.
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GGG TTC TGT GTG AAA ATG GGC CGC TAT TTT GTC
CGG ATT GTG CGT GCA GTC TGG AGG AGG AGA CGA
TGA TGA GGA AGC TTA GTA CGG GCC TGT TGC TGT
GGA TTG CGT TTA TCT CGG GTG TTA CGT CCT GCA
AGT CTG CGC CTC CGG CGG AGG AGC TCG TGG AAG
TTG CGC CGC CTG TGG AGG AGC AGG AAG AAG AGC
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CCA TGA CGC CCG TCC CCG AGG AGC CGC AGG AGC
CTA TGG CAG TCG CTC CGC AAG AGG TGT CGC GTG
CTG AGT ACG TGG TCA AAA ACG AAG ACA CCC TTT
CTC AAA TTG CTA AAA AGT TTT ACG GCT CGC GCA
TCC GCG GAT ACT ATT TCC CCA TTA TTA TGG CCT
GTA GTG AGG GCG TGG TAA CGC ATC CAG ACC GCA
TTA GGC CAG GTA TGA AGT TGG TTA TTC CGA ACT
TTG ACG AGT TTA TGG CTG ATC CGG ATC ATG TCC
GCA AGG GGC TTG AGG CAT TCG CCC AGG TAG AGC
GTA TCT ATC GTT CTG AGG GTA AGA TGA AGC TAG
CTG AGT TTA TGA ACA AAC TCG GGG AAA AAA TCG
GCA AGA CCG ATC CTC GGG ACA TGC CGC GCT AGG
AGT CAC TGC GCG CCA GTT TGC TCA AAT CCG CGC
CGG GGT GGC AGC TG,
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