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Abstract: Objective To construct and identify the procaryotic expression vector of pp65 by inducing the pGEX-4T-1/pp65 and
identifying the expressed Protein. Methods According to the gene sequence of HCMV PP65 on Genebank and the gene sequence
reported in articles which encoding protein, the target gene was selected and the entire gene sequence was amplified with PCR reac-
tion. PCR products were collected and purified, ligated with pGEX-4T-1 vector, and was transfected into BL.21. The recombinant
plasmid was induced with the optimum condition,and then the expressed product was identifyed by SDS-PAGE. The antigen activity
of pET28a/gB protein was identified by indirect ELISA. Results

activity which could be used in IgG detection. Conclusion The GST/pp65 protein is successfully expressed and it is hopeful antigen

The target protein is in the supernatant,and it remained antigen

for the type-specific serological detection of HCMV IgG.
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