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Investigation of the resistant mechanism of carbapenem-resistant Klebsiella pneumoniae
Xu Jing .Yin Qing » Tao Zhen
(Department of Clinical Laboratory ,Af filiated Hospital , ] iangsu University , Zhenjiang , Jiangsu 212001 ,China)

Abstract; Objective To investigate the molecular mechanism of Klebsiella pneumoniae resistant to imipenem. Methods  Anti-
microbial susceptibility was evaluated by disk diffusion test,Seven imipenem-resistant strains of Klebsiella pneumoniae were select-
ed. And PCR was used to amplify so as to detect eighteen resistant genes. Results Seven imipenem-resistant strains of Klebsiella
pneumoniae were more sensitive to aminoglycosides and sulfamethoxazole/trimethoprim. The positive rates of KPC,ant(3'")-1 ,
SHV,CTX-Mand ant(2'')- [ in these imipenem-resistant strains were high. Conclusion ~Carbapenem-resistant Klebsiella pneumon-
iae isolated from our hospital carries several kinds of resistant genes. Carrying KPC may be the main resistant mechanism of Kleb-
siella pneumoniae resistant to carbapenem,but other mechanisms also exist at the same time.
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B X Bk A S T 24 1 KP Ay it 25 L3R P2.GAG CAA GTC TAG ACC GCC CG
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P2:CCG TAC GCA TAC TGG CTT AGC
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CTX-M  PI1:ATG GTT AAA AAA TCA CTG CGC 833
P2.TCC CGA CGG CTT TCC GCC TT

int[1 P1:0CG AGG ATG CGA ACC ACT TC o
P2:CCG CCA CTG CGC CGT TAC CA

aac(6)-]  PL.TAT GAG TGG CTA AAT CGA T 394
P2.CCC GCT TTC TCG TAG CA

aac(6)-Il  P1;TTC ATG TCC GCG AGC ACC CC 178
P2:GAC TCT TCC GCC ATC GCT CT

ant(3)-1  P1.TGA TTT GCT GGT TAC GGT GAC 284
P2:0GC TAT GTT CTC TTG CTT TTG

ant(Z)-1  P1:GAG CGA AAT CTG CCG CTC TGG 320
P2.CTG TTA CAA CGG ACT GGC CGC

aac(3)-1  P1.ACT GTG ATG GGA TAC GCG TC 237
P2:CTC CGT CAG CGT TTC AGC TA

KPC P1.GCT ACA CCT AGC TCC ACC TTC 920
P2:GCA TGG ATT ACC AAC CAC TGT

NDM-1  P1.CAG CAC ACT TCC TAT CTC 292

P2:CCG CAA CCA TCC CCT CTT
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