E et ¥ 204 2015 42 8 F % 36 %% 16 #  Int ] Lab Med, August 2015, Vol. 36,No. 16

« 2419 -

[11] Jang GB, Hong IS, Kim RJ, et al. Wnt/beta-catenin small mole-
cule inhibitor CWP232228 preferentially inhibits the growth of
breast cancer stem-like cells[ J]. Cancer Res, 2015,75(8):1691-
1702.

[12] Hsu TH,Jiang SY.Chan WL,et al. Involvement of RARRES3 in
the regulation of Wnt proteins acylation and signaling activities in
human breast cancer cells[ J]. Cell Death Differ,2014,22(5):801-
814.

[13] Zhao Z,Lu P,Zhang H.,et al. Nestin positively regulates the Wnt/
beta-catenin pathway and the proliferation, survival and invasive-
ness of breast cancer stem cells[ J]. Breast Cancer Res, 2014, 16
(4):408.

[14] Behrens J, Lustig B. The Wnt connection to tumorigenesis[ ] |. Int
J Dev Biol,2004,48(5/6) :477-487.

[15] Wu QW, Yang QM, Huang YF,et al. Expression and clinical sig-
nificance of matrix metalloproteinase-9 in lymphatic invasiveness
and metastasis of breast cancer[ ] ]. PLoS One,2014,9(5):97804.

(167 3K 0, 3k, B K AE. MMP-2, MMP-9 fl VEGF 15 71 i i {2 %2
FeR AR MWETELT ] P BRI 4 A5, 2010, 12(11) £ 1490-1493.

[17] Gupta I, Abdraboh ME, Hollenbach AD, et al. The interplay be-
tween the cell adhesion molecules Cd44 and Cd146 in breast canc-
er metastasis[ ] |. Annals of Oncology,2014,25(1) :23-24.

[18] Thmet . jk7E . @ &% . et al. E-cadherin 75 3L M 41 21 19 38 e I
PR SCLY D 9] e A R 4 g 2 4 2008, 21(3) : 221-223.

[19] Laezza C,D'Alessandro A,Paladino S, et al. Anandamide inhibits
the Wnt/beta-catenin signalling pathway in human breast cancer
MDA MB 231 cells[J]. Eur J Cancer,2012,48(16) :3112-3122.

[20] Gong C,Qu S, Lv XB, et al. BRMSIL suppresses breast cancer

metastasis by inducing epigenetic silence of FZD10[J]. Nat Com-
.z R .

mun,2014,5(1) :5406.

[21] Liu W,Xing F,Tliizumi-Gairani M,et al. N-myc downstream regu-
lated gene 1 modulates Wnt-beta-catenin signalling and pleiotropi-
cally suppresses metastasis[ ] |. EMBO Mol Med, 2012,4(2);93-
108.

[22] Zhang H,Zhang X, Wu X,et al. Interference of Frizzled 1 (FZD1)
reverses multidrug resistance in breast cancer cells through the
Whnt/beta-catenin pathway[ J]. Cancer Lett, 2012,323 (1) 106-
113.

[23] Hung TH, Hsu SC,Cheng CY,et al. Wnt5A regulates ABCBI ex-
pression in multidrug-resistant cancer cells through activation of
the non-canonical PKA/beta-catenin pathway [ J]. Oncotarget,
2014,5(23):12273-12290.

[247] Loh YN, Hedditch EL,Baker LA, et al. The Wnt signalling path-
way is upregulated in an in vitro model of acquired tamoxifen re-
sistant breast cancer[ ] ]. BMC Cancer,2013,13(2) :174.

[25] Wu Y,Ginther C,Kim J,et al. Expression of Wnt3 activates Wnt/
beta-catenin pathway and promotes EMT-like phenotype in tras-
tuzumab-resistant HER2-overexpressing breast cancer cells[ ] ].
Mol Cancer Res,2012,10(12):1597-1606.

[26] Gangopadhyay S,Nandy A, Hor P, et al. Breast cancer stem cells:
a novel therapeutic target[]]. Clin Breast Cancer,2013,13(1);7-
15.

[27] Piva M, Domenici G,Iriondo O,et al. Sox2 promotes tamoxifen re-
sistance in breast cancer cells[J]. EMBO Mol Med, 2014,6(1)
66-79.

e fis B #A:2015-03-06)

B E DNA RN RNA B EIZHPRIARER

KOk mELE

SRR

(%M ERAR A, L E% 223300)

KB H M iFaE B DNA; ol RNA;
DOI; 10. 3969/j. issn. 1673-4130. 2015. 16. 055

B e N R G H W G NR R e T EEE
N e . 5 8 e e B L X AR R B, LT R AR 1 R
M 5 B 98 R R YT KB SV C, B R 5 A
KRN 0% 1 B MR BT %, FEFEARL
20960 oAb AR AR A CTVD 2 35 i & A L & g i 7 o B i A9
AT TR Ji 8 A7 7 B X 2 i oRa A IE 3 41 SU — R R A7 A TR
WAL B . IR EERE TM 43 S W R 2, 43 53 oA i kg
JE D AR B A S AR AR . o MR Sk B R A AR R
YALFERF 28 TM (I AFP.CEA) (B 540 )5 26 TM (41 CA-
199 .CA-724) B E M S A E 2 TM U ER-HCG) | [ #1 [
THEZE TM N GT.NSE) . i AH 3¢ 9% # 2% TM (in HBV.,
HPV) (A &£ k2 TM D BIP. TPA) ; i i 3% R AR B 9 62
oo L R PR 2R N R R 2% TM EGFR. ps3)™ . 5 H
AL TM y CEACA-724 ,CA-199 % {H 2445 TM
TE 5 98 T RO DR S I AR R 2 T I R R A
g,

(NPT S TR Y od ks 3 e S N A e 2

i I8 A7 &
M ERARIRED A

XEHE:1673-4130(2015)16-2419-03

1L 7% 9% B DNA (cf-DNA) (ff/h RNA (miRNA) &4 il
B P A% TR 1) 32 22 A R 43+ 2 B R Ry TR 98 A 2 9 1 O 5
. -DNA 2 —Ff [t 40 M1 a4 DNA, T dy i J0E #0 8 I
AR, Az 5 05 B AR 18 2 S B8 06 AH X AR RE M A AE T AN A LA
W, BHRATOFE R, ol DNA YE MR . A 5 S s 5 L 7= wi
12 W7 55 07 T A BAF  IG R E F A( . miRNA & — R4 5 5
AN RNA, B & E R . miRNA B E MIFE T
AhE L DR 2 AT A TR B AE B RNA B FE A .
miRNA 5 g 5 Y) A 3¢, 15 5 4120 il 414109 miRNA 3%
BRI A B R N BB — 2 S R e
R R A — SR ol DNA Hl miRNA B A L, I
HAKFmeE PR, B — i ek 2™ . of-DNA
F miRNA ¥k T804 I F A, X T i 9 i B 001 R 32 W7
9 1R 100 10 U D TS A AR B 38 ST R AR R R LN
R A TARE Y . A SCK X of-DNA  miRNA 75 & 512 W
P O R SR AE — 2R,

8 I AE# . E-mail ;: pangingha@sina. com,



o 2420 - EFrth i E #2275 2015 42 8 A % 36 %% 16 1 Int ] Lab Med, August 2015, Vol. 36,No. 16

1 fDNA EE%&

1.1 cf-DNA @l ik Mz FoFEYSRG 2k
AW 2 B o of-DNA LR T 58 B9 BT 43 2 40 O T 58 30
BT R B, I Y DNA K 59 7w 32 20k 1 o 0 B
JHC, LIV 9 4 AR BRI 19 DNA R B R /NI R — B0 [ B il G
Ho DNA &4 5 b 41 2000 — 8000 26 N AR b 87 of-
DNA ({630 Jy i £ A L 9% E i PCR % Southern 258
% \Northern 2838 %5 B A1 B 3k ik DU R SO e Bk % . R
T AR AT LG I 3 22 R A A i i) 3R Ak 5 AR A S AR L 5
308 b ok 4 e A ) T o R £ I R S

1.2 cf-DNA 58JEi2 W [ DNA AR5 E A7 76 T 4M ) i
TEFR R, H 5 5 b 40 20 A — 35000 356 IR 4 57 Mk e AR, o R
By T RR B MV F) . Kyongehol % BIF 5% & B, fet FE Xt R
41 1A 0 R St R A R R LY h c-DNA [ K PR
Wi, = Z A 22 5 SR L (P<C0. 05) 5 [ 1 R
/NCTNM 2 1 ARV PE DD BR R 5 S A e St 5 of-DNA 1y
KPR TARJG 24 h 5 ARFIA L, M h o-DNA K
SEH B EIER T M (P<<0. 05), Kyongchol %5 B 5¢ £ B of-
DNA (KA UAE R B g FhnEw . JFA 5 H
P 1 b R L 9 U BR R B X WG % YA 56 . Kolesnikova
VTR Sai U BF T L B, B A of- DNA K 8 & & T
BRI S R i R 4 S R A A L, 2 R
TG B (P>0.05), W T f-DNA 32+ Mg i
T 9B 40 0 4 3K BE L of-DNA 5 4 45 5 A B % F 9 0 2
Wi A M LR . R BEAESED R JF 3¢ DNA AR K
99 il ' %5 B H -DNA KPR H . B4l - DNA K g 3 5
T B R A KO R AL, 2 R ST R L (P<0.05);
REEMRA S RAZ 2T BRI %=L (P>0.05),
P FRAE LT cf-DNA 7K - 78 [l 9 38 457 L il 98 o0 10 75 B | ol 90 4k
BB RPN ZEF LG #EE L (P>0.05) ;cf-DNA 12
Wi 2 A B BT F CEALCA-199.CA-724 S (& 55 il br 4
AR AE AR 225 . X LW T of-DNA 1 &KX F 5
FEI R W A K B TR S — s T X
B DR AR ) R M J2 of-DNA A Sy e b s W 58 208 9 1 O 1l
Kras P53 EGFR % 3[R (19 28 45 0] 7E Z Fp o A 21 . {0 J2:
ply 35 A1 5 A4 b A U0 4 SR A e DA B AR B B P B K S A
BRI g T B RT3k B AR B R T R BE AR R R 43 F b
SRz BT . M T AL 5248, DNA (9 B 3% A0 K I 2 A
DA B3 RS . DNA 9 B 3k 1k S 45 78 DNA H 3L 5 52 i
MIVE R S DL SRR F A e O Y S L O o R 3 3 AT 4 A )
il R e R S R U S N = W 1R 1 e T
LHERMBEH¥ALZ — WP AAEET 2R RS,
It HH AL B4 B 28 T AN A8 10 455 S B B . A — a8 I 41 2U4F
S B 3 [N A F S AR AT LR R AR R 2 Wi AR i . F SR
FW L B B E AR I KR 4 R fF E P16, P15, GSTP1, E-
cadherin il DAP-kinase & [ () B JL 1k, 3 HL W & 2 (81 45 1R 47
BORE S L A T AR — s R b, A0 o R AR BB S A A
e B R ZE ARG Y S AR L T ) S P 3k 4 R
PCR #&: 69 % 5 %5 8%, p16 . MGMT %: P4 J3 3 7 /9 W 5L 4k
RAHA 30 A% 17,4 %6 X BRAL A WL H AL Bl 5L s pl6 SEH
Jadh T AL 55 AL e, 2 RA it 8 L (P<C0.05),
FWAT ple FLETTLIE SR 4 FArE i A+ B Emie
Wr. Ling &MY A7 5% & B, 78 69. 8% 1 8 8 B FH b & Bl of-
DNA XAF1 fy 4k, 1 H XAF1 g9 B 240 5 8 % w0 BlUS %
YIAH 56 s XAFL (1 B 36 AL 7E B o A 50T i Bl etk 5 e ek

B LW KW )E A N E NS A &Y. Cheung %M F
2012 4 & FF Cancer 22 & I WFFE & B, B 9 240 23 w] LA U
F| RNF180 (1 F &4k . i 1F 5 18 4140 45 1 9 55 iR 41 4 v ot
WA B 2 0 B AL 5 9 B e AR 3 SRR I RNE180 HE 3k 4 Ul
) A0 R R A S 40 0 R 63 %0 A0 91 %0, BF ST HIE W T RNF180
B W BRI 0 R RN T MR B . &
RO [ SCEE LGS T A0 R I AR 56 TR Ak bR 2R 4 AY BIF 5T 0 R
78 7 DNA HHAL W] DLAE S 18 %12 W 09 #7 3& 4 (40 Reprimo
16 B T AR R D s IF BB R 2 4~ DNA H B AL AR
0 AR B 2 T 09 50k (i FAMSC L MYLK 564 46 0 iy 45 &
PEFNERE M 77,626 90%) . LA B HFSE E B, o[- DNA
AL R B 2 W T T 4y AR R A BT DR (B S A
2 miRNA 58%E

2.1 miRNA F/ERPLE R 7 miRNA &30 8 8 br
BYH X — 5. miRNA 2R REEIE IS RNA, K/
21 MR A A . AT 58 mRNA f) 3" UTR K454, A5
mRNA {9 [ i 5% B 1k e % B0 3, 58 00 8 L R A O
miRNA £ 2635 F I B W R RS R, m 3¢ Bk D
S g AL R RO X 5 e R A0 L B R T R R AR
00 e B KA R B & & miRNA Rk A4k, B LA
B8 miRNA M50, 7T LLAE 5 8 0 Al b 2 et . g
I 2 )% 2 f PCR & H Fi A2 I miRNA &5 8 % H 89 77 3%, w] %t
miRNA #E47 i @ 5, 38 3 miRNA & & 4387 v/ BE A 9
2.2 miRNA 5FEZW miRNA 253080k E KR
oL IR A2 miRNA ) 3K K F 5 9 4140 miRNA (1) 3£ 5
KA 22 5 0 3 i H A — 2 A S . o T
IR 3 DRGSR R 0 6 7 300 1 9 R AiE miRNA 25 3 B 7R , miR-
NA-9-1 , miRNA-103 . miRNA-141 £ 2 ik 5 41 % F# 4% » miRNA-
196a.miRNA-142-3p . miRNA-25 %5 & ik 7 #1 % 7t &5 . 9 9% 0%
PEH 25 5 B E Y miRNA JEA7 BG4 U i & B, miRNA 9 B
AR AR E BRI R, Fa %" R A qRT-PCR
Kl 79 44 8 9 AR B 38 44 {d B IR AL I 3 miR-17-92 #&
(miR-17-3p,miR-17-5p, miR-18a-5p, miR-19a-3p, miR-19b-3p,
miR-20a-5p & miR-92a-3p) [ Tk KV R, 7€ 5 g B &
miR-17-92 5% (19 3 35 7K F- 347 5 T fdt Jfe X B 41 (P<C0. 05) ; ROC
iR 43 47 & B, miR-17-3p 7E miR-17-92 # sy ROC £k F
T K, Hie Wi v 35 89. 00% 5 B 4 46 M miR-17-3p Al
miR-19a-3p A LA IA &2 42 &5 15 9832 W 19 5 S (94, 70 90) B
PEC63. 16 %) s 7EXF A W] 40 1 89 miR-17-92 # 19 58 3 4 07 & B
miR-17-92 RS H M 0 W Mk B 855 A 6. 5 B 5
W R R TE e, AR AP R BF 5T R W] miR-17-92
WA Ay B T T 4y 12 W bR AR R L Bl B 0 A I IR 12
Wi [BE95 P FH oRT-PCR ¥ 4 I B 2 8 8 28 1k &
B X IR 14 3 miR-1.miR-20a.miR-27a.miR-34a. miR-
423-5p Fik KT K I, B B FH M miR-1, miR-20a, miR-
34a.miR-423-5p Fik B E T 5 (P<0. 05) ; 3 H 9 th miR-1
F1 miR-20a 4 235 B 8 7+ &5 (P<<0. 05) 5 3 J& 1 ' 9% b miR-1
23k B 28 F R H I (P<<0. 05) , ARG #3510 B A% (P
<0.05) , WF5E F B miR-1,miR-20a, miR-34a, miR-423-5p HJ
Ve 8 4 R0 . H miR-1.miR-20a 7] 7€ B % 51412 W
FRicH . Cai 5 B 5T & BL, 18 98 3 I 75 miRNA-20a,
miRNA-221 # miRNA-106b f) ¢ 35 7K 3F B & & T xF B8 4.
ROC F i FL43 314 0. 859 3.,0. 796 0,0. 773 3,32 B T miRNA-



E et ¥ 204 2015 42 8 F % 36 %% 16 #  Int ] Lab Med, August 2015, Vol. 36,No. 16

o 2421 -

20a.miRNA-221 Fl miRNA-106b 4 7] GE1E & 5 12 Wi 11 3 7
SFARERY . PN R0 o R AL L R G A8 4L R B
BAL ) miRNA-23b 558 & L. B 9% 41 miRNA-23b fi) Log2 Ct
{EAR T 5 Fanr s A2 40, 22 7 A G it 2 3 X (P<C0. 05) 5  J iy
#5452 miRNA-23b 1) Log2 Ct {EHAL FI@#R M M4l ZRA 5%
T2 L (P<C0. 05) ;  Jii 4 09 BE M 3R 3% & T 18 0 A A2
20, BT A A B W T AL Z R A RITFE X
(P<C0.05), X% B miRNA-23b % F B 4 & & 02 B
.4 AT B T B A0 B2 Wr . Tsujiura 55 B9 BF 9T & B,
miRNA-17-5p. miRNA-21 . miRNA-106a 5 miRNA-106b 7£ &
i P R F R B W B T R X R4, let-Ta Rk B FEAK, TH
BIEAR G THE B miRNA KB TR, X %M T miRNA-17-
Sp A MRIfEE HEHEMN S F Wit EY. %5 1o
TR HimA 2 miRNA-106a Rk B & m RS H 4
205 v miRNA-106a mimics B9 5 #4143 7 , CDKIL #1 E2F1
Fak w4 ) B3 A IRAL, RbI AN TIMP-2 (1 3% 3k i1 8 3 %
F XL (P<<0. 05); MTT 4558 5 7% » miRNA-106a & 225518
#ET B A0 B9 3G FE s Annexin V/PI 25 3R B /8, 4 miRNA-
106a Y5 MMM TR 53 AL A BEFE TR P
0.05) ; Transwell 2256 % Bl , miR-106a 15 76 15 0] 32 /& B 41 i
MR 28 HE J1 (P<<0. 05) , iZ WP 3R R W T miR-106a 3R ik & (W F
fR %t I RIS T DA K T R 0 R AR R T E A RIS AN R
W R S, B T 3% 3 miRNA 7] BE1E 37 50 I g 4> F b i
W WP miRNA B0k 5 5 % R, Wl BB 1E R
TR IR AY FAR Y . Yu 2/ Cui P AR KB 76 B
R HE P, H P miRNA-129-1-3p, miRNA-129-2-3p, miR-
NA-21 .miRNA-106a B R XK 5 H R MM L A B35
2257 (P<C0.05), X FRUIFEH WP, F L miRNA Fik &1 57
WAREX T H e H A —EMETE L. LR EN,
miRNA Xt 5 12 Wi A 547 19 16 PR S A0 18, & fE B 2R T
DI 5 4 I miRNA 32 i B 09 0012 0 5 6 2 32 B
BIIRIT SR .
3 I <3

BB & AR BA W MR AR G Y E & A Re R IR IR 1Y
e AN 4 5 TR 119 12 W A 2 2 B v R AR IR IT RUR L
A A7 R[] R 3 T Y O B . S Al 5 4 of- DNA Il miR-
NA B2 17— B FE e . (H 2 AR 2 /il 0T 53 19 % 5 1k
SRl PR S, FH IR A AR K B B B . MRS A R BB RERLOF TR
DL R PR TAE & B LR 3% 1R S A R4 2 BUBOR M 2 1 45 5=
P 5312 Wb 28 ) O 4 1 I oRT 12 W sl 3 L ik T I R

2% 30k

[1] BN k. BB i TR 7 LT A% s R e 7. 2014,
29(6):409-411.

(2] WHit47. K Fi2 WML dear: AR T A k. 2013 368-
370.

[3] Strong VE,D'Amico TA,Kleinberg L,et al. Impact of the 7th E-
dition AJCC staging classification on the NCCN clinical practice
guidelines in oncology for gastric and esophageal cancers[ J]. Natl
Compr Canc Netw,2013,11(2) :60-66.

[4] De Mattos-Arruda L, Olmos D, Tabernero J. Prognostic and pre-
dictive roles for circulating biomarkers in gastrointestinal cancer
[J]. Future Oncol,2011,7(1) :1385-1397.

[5] Kohler C,Radpour R,Barekati Z,et al. Levels of plasma circulat-
ing cell free nuclear and mitochondrial DNA as potential biomark-
ers for breast tumors[ ] ]. Mol Cancer,2009,8(2):105.

[6] Kyongchol K, Dong GS, Min KP,et al. Circulating cell-free DNA
as a promising biomarker in patients with gastric cancer:diagnos-
tic validity and significant reduction of ¢fDNA after surgical resec-
tion[ J]. Annals of Surgical Treatment and Research,2014,86(3) ;
136-142.

[7] Kolesnikova EV, Tamkovich SN, Bryzgunova OE, et al. Circulat-
ing DNA in the blood of gastric cancer patients[ J]. Ann N 'Y Acad
Sci,2008,11(3):226-231.

[8] Sai S,Ichikawa D, Tomita H,et al. Quantification of plasma cell-
free DNA in patients with gastric cancer[ ] ]. Anticancer Res.,
2007,27(3) :2747-2751.

L9 R, Tkl BRAR 55, 4 5 DNA BRI 1 g8 #5100 375 17 25
DNA # B N AELT ] P ARG 55 PR 24 2R 5 2013, 36 (8) : 699-703.

L10] Z=sk, ok 16 . 2R 0. S0 196 35 A% R AE Sy I 88 A 25 4 76 1 o o
A R BAR LT ). e B A SR AR, 2014, 17(1) : 21-25.

[11] Toiyama Y, Okugawa Y, Goel A. DNA methylation and microRNA
biomarkers for noninvasive detection of gastric and colorectal cancer
[J]. Biochem Biophys Res Commun,2014,455(1/2) :43-57.

[12] Lee TL,Leung WK,Chan MW, et al. Detection of gene promoter
hypermethylation in the tumor and serum of patients with gastric
carcinoma []]. Clin Cancer Res,2002,8(1):1761-1766.

(18] Ee. 5 g BRI ZF . 45, B30 MSP kA il 98 28 3 1 3¢ p16 . MG-
MT 5[5 B AR LT . S AE A A 2% 35, 2010, 18(4) : 384-387.

[14] Ling ZQ.Lv P,Lu XX, et al. Circulating Methylated XAF1 DNA Indi-
cates Poor Prognosis for Gastric Cancer [ J]. PLoS One, 2013,8(6):
e67195.

[15] Cheung KF,Lam CN,Wu K. et al. Characterization of the gene struc-
ture, functional significance,and clinical application of RNFI80,a novel
gene in gastric cancer [ J]. Cancer,2012,118(7) ;947-959.

[16] Ichikawa D, Komatsu S, Konishi H, et al. Circulating microRNA
in digestive tract cancers [ J]. Gastroenterology,2012,142.:1074.

[17] Liu H,Zhu L,Liu B,et al. Genome-wide microRNA profiles iden-
tify miR-378 as a serum biomarker for early detection of gastric
cancer [ J]. cancer Lett,2012,316(2):196-203.

(18] Wi, AL » e 5 0. B 401 1 988 R AE M miRNA i [T ], AR g
J SR 2 - 2014, 17(2) 1 175-179.

(197 2220 A4, )8 s . 4. IR 2 MLV miR-17-92 7% . —FoBi i B o 2
Wibs 5 (], BAR R B2 2%, 2014, 22(3) - 581-585.

(2070 FE5, Wi, 50K . 2. M7 miRNA 1y B g 5012 Wibs 591
WA FELT]. B BaF . 2014,19(4) :198-202.

[21] Cai H,Yuan Y,Hao YF,et al. Plasma microRNAs serve as novel
potential biomarkers for early detection of gastric cancer[ J]. Med
Oncol,2013,30(1) :452.

[22] #0553k 52 AR A H. SM A UL microRNA-23b 1y B i 0 25 43+
B 75 4 0 0 6 RN B 5 L0 ] vl B 52 55 32 W A%, 2014, 18 (6)
896-898.

[23] Tsujiura M,Ichikawa D,Komatsu S, et al. Circulating microRNAs
in plasma of patients with gastric cancers[J]. Br J Cancer, 2010,
102(7):1174-1179.

[24] 7%, 28 ik %, 5. B/ RNA-106a 78 5 8 4 20 i R 35
B e HE AT M g L ], P AR S AR 2R 7L 2014, 31
(6):1325-1327.

[25] YuX,Luo L,Wu Y,et al. Gastric juice miR-129 as a potential biomar-
ker for screening gastric cancer [ J]. Med Oncol,2013,30(1) ;:365.

[26] Cui L,Zhang X, Ye G,et al. Gastric juice microRNAs as potential
biomarkers for the screening of gastric cancer [ J]. Cancer,2013,

119(9):1618-1626.

s H #1:2015-02-22)



