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Study on distribution of drug resistance gene and integron and analysis of genetic relationship of 20 isolates of Proteus mirabilis”
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Abstract: Objective To investigate the prevalence and resistance mechanisms of Proteus mirabilis in the ward of neurology de-

partment of our hospital. Methods For a total of 20 clinic isolates of Proteus mirabilis, PCR were used for the detection of AmpC,
ESBLs, KPC and MBLs and then DNA sequencing was performed. The integrons were also detected by using PCR and then sequen-
cing was carried out. The genetic relationship between isolates were detected and analysed by pulsed-field gel electrophoresis (PF-
GE). The results of drug sensitivity tests were analysed. Results TEM-1 and CTX-M-14 gene were found in all the 20 isolates, the
10 isolates of Proteus mirabilis were also found carrying CMY-2 gene. Class | integrons were amplified from 19 strains carrying
gene cassettes "aacA4+cmlAl","dfrAl12+orfF+aadA2" and "dfrA32+ereA+aadA2" respectively. PEFGE analysis revealed that
the 20 isolates were grouped into 11 PFGE types P1—P11,the 12 isolates of P1—P3 were same clones. The sensitive rates of the i-
solates to Meropenem, Amikacin, Aztreonam, Ceftazidime and Tazocin were high. Conclusion Nosocomial transmission of the same
clone of Proteus mirabilis was appeared in the ward of neurology department of our hospital. The predominance drug-resistance
genes were CTX-M-14 andCMY-2. The incidence of carrying class | integrons was high,and the major gene cassettes were "aacA4
+cemlAl" and "dfrAl12+orfF+aadA2". The 20 isolates were all sensitive to Meropenem, Amikacin and Aztreonam. Other Clinical
departments should also pay attention to the nosocomial infection caused by Proteus mirabilis and strengthen the infection control
measures.
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