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Abstract ; Objective
tients with herpes zoster. Methods

karyotyping. Results

while one LCL with abnormal karyotyping showed chromosome aberrations and one L.CL. died. Conclusion

To evaluate the stability of the chromosomes during culture of lymphoblastoid cell lines (LCLs) from pa-
Established continuous cultures of LCLs for 6 months and analyzed the cells using conventional

There were four LCLs with normal karyotyping had no change of chromosome structure during culturing,

It is feasible to main-

tain LCLs with a normal genomic structure during the LLCL establishment processes.
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