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Genotyping of Acinetobacter calcoaceticus-Acinetobacter baumannii complex and analysis of antibiotics resistance
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Abstract: Objective To identify strains of Acinetobacter (A.) calcoaceticus-A. baumannii complex accurately, and investigate
the species distribution of Acinetobacter calcoaceticus-A. baurnannii( ACB) complex isolated in Daping Hospital. Analysis the anti-
biotics resistance of ACB complex. Methods A total of 95 clinical isolates of ACB complex were collected from Daping Hospital
from February to April 2014 ,identify by sequence analysis of 16S rRNA gene spacer region. Use VITEK-2compact automatic iden-
tification of bacteria by susceptibility meter to detect the precise identification of all ACB complex group of drug sensitivity. Results

Among all the 95 strains of ACB complex identification results were A. baumanni (81,85. 26 %), A. pittii(10,10. 53%) , A. noso-
comialis (4,4.21%). A. baumannii to third generation cephalosporins,aminoglycosides and carbapenem antibiotic resistance in seri-
ous condition,the sensitive rate was only about 20. 00%. But A. pittii and A. nosocomialis had a high sensitivity rate to commonly
used antibiotics. Conclusion VITEK-2 Compact automatic identification of bacteria susceptibility meter has limitations in identifica-
tion of Acinetobacter,with analysis of 16S rRNA gene sequencing.the ACB complex could be accurately identified. There is signifi-
cant difference in the composite group-resistant characteristics of each species, clinical infection is also various.
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T B0 T LA U O 2% DR MR R A R BT AL 2 M O I RS B R BT I AT B 9 9 T ST R
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PCR §" Wi f&k & K 25 pL, P E ol 2. 5 uL dNTP 2 ylL,
MeCl, 2 pL. 51#14%& 2 pl.Taq #§ 0. 125 pL KM 2 pL. K &
WHEAKE 25 pL JRA . BREF B0 )5 A PCR 938450 . 44
Z Aty 95 °C HiAEHE 15 min, #R )5 Lh 95 °C 30 5,55 C 30 5,72
C 1 min fE¥ 35 AW &G 72 C EM 10 min; P 5197
51k FwESI4 5 -GAT CAT GGC TCA GAT TGA AC-3',F
#5149 :5-CTA CGG TTA CCT TGT TAC GA-3',

1.3.3 g ydik W2 pL 385 1 pl ERESEK
RA1JE ST & Gold View 1 2% NS HEEEIR . 100 V HL K 30
min J5 » B ABERBUR AL P I EIE i SR R .

L34 P YFAMaHT P YTt e a4 I i A
YIRS B W 58 B 0 5 45 R A 26 B B KA HEARE Ao
Bt B (NCBD 347 BLAST O X430 90 48 0 2 A, 4R
J& 55 GeneBank [ 2077 1) B0 5 R 2l #F 1 L T B2 45 1 2l AF 14 L
RN E EBE AT 4 FARHERE MR 16S r{RNA Jy BF
51|32 F] DNAssist B4 3517 [R5 X 53 87 08 6 45 8 o Fl. 1
[R5 LU X 1 4 Fol s HE 7 510 43 501 Oy B2 R B AT 16S rRNA B
B L B bk ATCC 19606 BEFRE5 A S AF I 16S rRNA JER L B bk
ATCC 23055; 7 4% A 31 FF B 16S rRNA 3 [H, @ # ATCC
19004 5 EE B A AF 1 16S rRNA FEH L F Ak ATCC B4o,
1.3.5 Zifuks  RJH VITEK 2 i 3 #8417 25 ol 10 #i4X
PRERVEE] L] VITEK 2 2580850 6 BT A 1 B R 45 - 5
AN A AT 2 AT

1.4 ZEib2Absl SR SPSS19. 0 BfF 47 5040 4k 22 J 4 it
T BB LR B R E R R R AL L BCR A o K
B, P<<0.05 WESAFEITERE L.

2 & ES

2.1 16S rRNA B[Ry Bey 545 0 9738 ™ Wy Byt g bl g e vl
TREERILIE 1, B R B 2924 1 500 bp, 5FRiC YA L A]
JLFE 1 000~2 000 bp H [B] A — B & (9 &7 . iiE B 16S rRNA
AR B g el

2.2 PHARESE SR MR ASORIE 95 MR MR -6 2 R Sl AT I
54 T RS AN B AT T 81 MR (85. 26 %), AR N ENAT I 10 £k

(10.53%) , EEBEARSNATHE 4 Bk (4. 21%) . i R b5 A 3 IR 3 A
Wk 1,
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M:DNA f5#% B 5 1~3: 345 165 rRNA 3£ PCR 724
1 16S rRNA £ E PCR =¥ B ik & R

2.3 RAN ORI 25 R S NS AT L AR R B A T L R B
B FE T X AS SR T JE R 25 90 04 S/ B0 T R (MO i
B U 3% 2. R F BCRR R 3R BRI B e A ST R AN 3
TR 5 DT TR 25 0 #0402
Xt 602 RS RS A AR A IR 2
YRR HR A 20, 00 % 54

2.4 RIF RN FIP0E 25 ) BURE S LA BT B2 RS
B 5 R R BT L R B R B AE B A E AR A0Sk M & L
Wl EE . AR E R E WA SR (P
0.05), L% 3,

F1 RERORBERESEM PSR I2(%)]
b WSAGFE KR ADIFE RS
(n=81) (n=10) (n=4)
W 63(77.8) 7(70.0) 3(75.0)
PR 3(3.7) 0€0.0) 0€0.0)
1L 7% 4(4.9) 00.0) 0€0.0)
53 WAy B e W 7(8.6) 2(20.0) 0€0. 0)
FHER 2(2.5) 000.0) 0(0.0)
Al 2(2.5) 1(10.0) 1(25.0)
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i) S AN FF I (n=81) KR A B FF 1 (n=10) BB ST (n=4)

LR 259
MIC(pg/mL) IR () MIC(pg/mL) e AP) MIC(pg/mL) TR )
S fo e 5 2.00~64. 00 20. 98 2.00~64. 00 90. 00 1.00~2. 00 100. 00
Sk Al A 4.00~64. 00 17. 28 16. 00~64. 00 90. 00 8. 00~16. 00 100. 00
kA E 2. 00~64. 00 18.51 4. 00~64. 00 90. 00 4.00 100. 00
Y i H5 1.00~16. 00 18.51 1.00~16. 00 90. 00 1.00 100. 00
WK L VG A / il P4 14 300 4.00~128. 00 23.45 4.00~128. 00 90. 00 <4.00 100. 00
R/ &7 D 2.00~32. 00 17. 28 2.00~32. 00 90. 00 2.00 100. 00
RATEE 1.00~16. 00 24. 69 1.00~16. 00 90. 00 <1.00 100. 00
RAEHEE 1.00~16. 00 18.51 1.00~16. 00 70. 00 1.00 100. 00
KRR 0.25~4.00 16.05 0.25~4.00 90. 00 <0.25 100. 00
®3 BBEESHSIIVNEEAHAYHBRELER

b2 1 5 Ny AT 1 BRI AT T I e AS Sl F 1A WS RS SR 8RS T R

[%n/n)] [%n/m] [%n/n)] AT e (P AT H g (P
Sk 61 b 5 20.98(17/64) 90(9/10) 100€0/4) 0. 000 0.003
Sk A il 17.28(14/67) 90(9/10) 100€0/4) 0. 000 0.002
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— 2 AN BREA SR % 5 AN 3y F IS ARG ER 02 ARES RR
[ Ge/m) ] L% G/n) ] L% (n/n)] AT L P REATH L (P
S A0 Ml E 18.51(15/66) 90(9/10) 100€0/4) 0. 000 0.002
W% B 18.51(15/66) 90(9/10) 100€0/4) 0. 000 0.002
WR 2 75 A/l g L 310 23.45(19/62) 90(9/10) 100€0/4) 0. 000 0.004
FORTGAR/ G L4 17.28(14/67) 90(9/10) 100€0/4) 0.000 0.002
ZAimi R 24.69(20/61) 90(9/10) 100€0/4) 0. 000 0.005
RREH 18.51(15/66) 70(7/10) 100€0/4) 0. 000 0.002
BNV R 16.05(13/68) 90(9/10) 100€0/4) 0.000 0.001
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