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Abstract : Objective
Methods

conventional procedures and PCR,then count and analyze test results of matched design. Results

To evaluate the method of plasmodium DNA template extraction from dried blood on filter paper.

Collectedand tested 47 blood samples of suspected imported malaria patients,the DNA was extracted and tested by using

The Kappa value was 0. 492 when

compared filter paper dried blood spots with thick and thin blood smear test results,and the Kappa value was 0. 686 when com-

pared with whole blood sample. Using the results of thick and thin blood smear and whole blood samples as the gold standard to e-

valuate the sensitivity and specificity of filter paper dried blood spot method respectively, the sensitivity was 75. 0% ,71. 4% and

specificity was 78. 9% ,100. 0%. Conclusion
needs further research.
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Collected blood samples using filter paper can’t get good results in PCR test, still

dried blood spots
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