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Study of a multiplex PCR method for the detection of three Diarrheagenic Escherichia coli
Yao Dong ,Zhang Rusheng ,Ou Xinhua
(Department o f Microbiology ,Changsha Centre for Disease Control and Prevention ,Changsha, Hunan 410001 ,China)

Abstract ; Objective

arrheagenic Escherichia coli( EPEC, EIEC, EHEC) simultaneously. Methods

To establish a multiplex polymerase chain reaction(PCR) method for rapid detection of three kinds of di-

The eae gene of EPEC, ipaH gene of EIEC and stxl

gene of EHEC were selected to design primers; the reaction system and condition were adjusted to optimize the multiplex PCR sys-

tem. Results

The target gene fragments were amplified correctly with these primers. The three target bacteria could be detected at

the same time by multiplex PCR. Conclusion A rapid multiplex PCR system were successfully established for detection of three di-

arrheagenic Escherichia coli,and this system could be suitable for rapid screening in food safety.
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eae-F 5-CCC GAA TTC GGC ACA AGC ATA AGC-3' 881
eae-R 5'-CCC GGA TCC GTC TCG CCA GTA TTC G-3'
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