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HIV blood screening results and its window period confirmation in blood donors in Shenzhen area during 2003 —2014 "
Wang Xia , Xu Xiaoxuan ,Wu Guidan ,Zeng Jinfeng , Du Peng s Zhuang Naibao
(Shenzhen Municipal Blood Center ,Shenzhen,Guangdong 518035, China)

Abstract : Objective To analyze the change trend of HIV infection rate among volunteer donors in Shenzhen area during 2003 —
2014 and investigate the confirmation process of HIV window infection period. Methods The HIV screening items in 584 111 blood
donors samples were performed by ELISA with both domestic and imported reagents and the viral nucleic acid (NAT) detection
method (starting from 2006). The samples with anti-HIV positive were submitted to the center for disease control(CDC) for con-
ducting the confirmation of HIV infection. The prevalent trend of HIV infection rate in blood donors was statistically analyzed. Mo-
reover, the highly sensitive fluorescent quantitative method(Rt-PCR) was used to confirm the existence of HIV RNA in the samples
with anti-HIV negative/ NAT test positive and the follow up was performed to conduct the retest for judging whether being the
HIV window infection period. Results The number of blood donors was increased year by year during 2003— 2014 and the positive
rate of anti-HIV screening demonstrated the steadily declining trend,but the prevalence rate of HIV infected donors confirmed by
CDC was sharply increased,the HIV infection rate of blood donors in 2014 was 26. 61 times of that in 2003 ,among them, the trans-
mission proportion by homosexual behavior was elevated year by year. Through following up retest and Rt-PCR detection, 4 samples
of anti-HIV negative /NAT positive were finally identified as the window infection period,the detection rate of HIV window infec-
tion period in Shenzhen area was 1/117 995(4/471 978). The infection rate of HIV in the male group,18—<C39 years old group,
married group and first-time donor group among voluntary donors were significant higher than that in the female group,39—<C60
years old group,unmarried group and re-donation group(P<C0. 05). However, there was no statistically significant difference be-
tween the locality census register group and local household registration group(P>>0. 05). Conclusion The blood screening system
and measures in Shenzhen area could better eradicate the blood transfusion risk brought by the HIV window infection period and ef-
fectively ensure the blood transfusion safety.
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