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Abstract;: Objective To study a nucleic acid extraction method suitable for detecting methicillin-resistant Staphylococcus aureus
(MRSA) by PCR method. Methods
ex100R resin for obtaining DNA, then the target gene was detected by using the PCR method. Results

Under different incubation conditions, MRSA was cracked by lysozyme, lysostaphin or chel-
DNA was obtained by sim-
ultaneously using lysozyme,lysostaphin and chelex]100R resin solution, the obtained Ct value was significantly lower than that of the
other components of schizolysis solutions when PCR was used to detect mecA gene of obtained DNA. There was no statistically sig-
nificant difference between adopting the 56 ‘C one-step method and the 37 ‘C and 56 “C two-step method for conducting MRSA
schizolysis(P>>0. 05) , but the steps were simplified. Conclusion Incubating MRSA in solution containing lysozyme, lysostaphin,

chelex100R resin for 30 min at 56 °C is the convenient and efficient schizolysis method to extract DNA, which can be used immedi-

ately for the next step of PCR and lays the foundation for PCR rapid detection of clinical MRSA infection.
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DNA extraction

1.2.1 AHpEREWMMER BN IK S 209 MRSA Fi bk R92,
FRRER 2.0 ZRHAL, W EEZ) 6 X10° CFU/mL., 4 3034 B
0.5 mL4IE %y 3X10° CFU),12 000 r/min &.0> 10 min, 3 |
H 5 Im A BLR W

1.2.2 ZFEIrik Jridk LAETUEN 90 pL TEX 2 f# KR
2LV TEX 2/ W A4 F5 20 mmol/L Tris (pH 8. 0),2 mmol/L
Na,-EDTA.1. 0% (v/v) Triton x-100.20 mg/mL ¥ i G# 4
BB A B S A W ) . IR B AE 37 CHRT 30 min J5 .00
A 20 mg/mL 1% [ K %W 10 xL.56 CHFE 30 min J5,
100 “CHn#4 10 min, 12 000 r/min B5.L» 10 min, B EE W 2 pL
FF PCR M, k2558 1 MBI AL 37 CHEFE 30
min (B, 5k 3. 5 1AL B 2R 52 vh i rhom A2k
JE 5% (v/v)chelex100, Jrik 4. 5771 2 ML, R 24 2% i
AL BE 5% (v/v) chelex100, J7¥E 5: 5773 3 M. {H
BB FMA 10 L 1 mg/mL #7425 BR B M (2%
BE 0.1 mg/mL), J5ik 6: 5751k 4 AL A0 A 5% vh ol b B
A 10 pL 1 mg/mlL (935 3 F 3R A B (A 0.1 mg/mL) . 5
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Premix Ex Tag™ (2X) 10 pL,20 pmol/L By b F i 51 ¥1 %
0.6 pL,20 pmol/L MYIREF 0. 2 pL, B4R 2 pL(DNA ¥ Ji K
50~200 ng) . H,0 6.6 pL.
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3.00X10° 3.48 30. 82
2.4 BRIIF chelex1O0R 4 Ig % 40 1 24 ff S R W52 W iR 7

B R IAE S chelex100R(J5 & 3.4) 1 24 £ 8 P T30 A 5 4
BRI A (5% 5.6) B A T PCR KR CefH, Bl T %
AT A R A T PR T AR VA AR Ok T I Y TR
R chelexTOOR ## fig (7712 8) 1 RE % B & B AR Ce {1
B chelex100R 4 i il 38 fin i 0 o2 S BE o R) Ik 07 32 8 48 )5 19
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i B RO
VReS
2.4%107 2.4X10° 2.4X10° 2.4%10! 2.4X10°
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A 1~2 JZ RS . AR IBCAM T A PR T N A O RE i
VA I Tt s 22 B (AR Tris 2 i o 2800 Jon 34 B AT 3k 39
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