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Exploration on modified Nal method for extracting genomic DNA from human trace whole blood "
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(School of Laboratory Medicine , Hubei University of Chinese Medicine sWuhan » Hubei 430065 ,China)

Abstract: Objective To establish a simple, rapid and economic method for extracting genomic DNA from human trace whole
blood by improving the sodium iodide (Nal) method. Methods The classical and modified Nal methods were used to extract the ge-
nomic DNA from human trace whole blood. Then polymerase chain reaction (PCR) and fluorescence quantitative(FQ)-PCR were
carried out and the extraction effects were compared between the two methods. Results There was no statistical difference in DNA
concentration and purity between the classical and modified Nal methods for extracting genomic DNA from human trace whole
blood(P>>0. 05). The satisfactory results of routine and conventional FQ-PCR was obtained in a short time, moreover time-consu-
ming was shorter. Conclusion The modified Nal method is a simple and rapid method for extract ing genomic DNA from human
trace whole blood and has a greater application value in the clinical and basic research.
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