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Abstract : Objective
(RORYt) and microRNA-206 (miR-206) in peripheral blood mononuclear cells (PBMCs) of patients with myasthenia gravis(MG)

To detect the expression levels of Kruppel-like factor 4 (KLF4), orphan nuclear receptor gamma t
and to explore the effects of these indicators on the pathogenesis of MG. Methods Fasting blood samples from patients with MG
and healthy controls were collected in the morning. PBMCs were isolated by standard density-gradient centrifugation over Ficoll-
Hypaque solution in all the subjects. The expression levels of KLF4,RORyt mRNA and microRNA-206 were extracted from PB-
MCs which were stimulated by phorbol-12-myristate-13-acetate (PMA) and ionomycin,and then the mRNAs was transcribed re-
versely into cDNA. The expression levels of KLF4,RORyt mRNA and microRNA-206 were detected by real-time quantitative poly-
merase chain reaction (QRT-PCR). Results The level of KLLF4 in the patients with MG 0. 5943-0. 181 was significantly higher than
that of healthy controls 0. 089=40. 025(P<C0. 05) and the level of RORYt in the patients with MG 0. 57040. 266 was also signifi-
cantly higher than that of healthy controls 0. 067 0. 016 (P<C0. 05). The expression level of miR-206 in the patients of MG
0.053+0. 018 was significantly lower than that of the healthy controls 0. 134=40. 056 (P<C0. 05). In addition, the expression levels
of KLF4 (r=—0.675,P<C0.05) and RORYyt (#+=—0. 806,P<C0.05) were negatively correlated with the level of miR-206 in MG
patients. Conclusion  The increased expression levels of KILF4 and RORYt and decreased expression level of miR-206 may be close-
ly correlated with the occurrence and development of MG.
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