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Abstract: Objective To investigate the distribution situation of methylenetetrahydrofolate reductase (MTHFR) C677T gene
polymorphism among healthy Han population, patients with primary hypertension and patients with hypertension complicating coro-
nary heart disease(CHD) in south China area. Methods MTHFR C677T gene polymorphism in 359 cases was detected by adopting
the microarray method. The differences of genotypes frequencies were statistically compared between males and females. Results
The wild type CC genotypes were common,accounting for 54. 9% , the mutation type CT accounted for 33.1% and TT for 12. 0%.
The distribution difference of wild type and mutation type had statistical difference between the male and female populations( P<<
0.05) ;the TT frequency distribution had statistical difference among the patients with hypertension complicating CHD, healthy
population and patients with primary hypertension( P<Z0. 05). Conclusion MTHFR C677T gene polymorphism distribution has
difference between male and female populations,and is related to the CHD occurrence in the patients with primary hypertension.
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