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Diversity of SCCmec type diversity in clinically isolated methicillin-resistant Staphylococcus epidermidis
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Abstract : Objective
(MRSE). Methods

To investigate the SCCmec types of clinically isolated methicillin-resistant Staphylococcus epidermidis
Eighty-four strains of clinically isolated Staphylococcus epidermidis identified by the fully automatic microbio-
logical identification system were collected and performed the MRSE identification by PCR for amplifying esp and mecA genes and
SCCmec typing. Its distribution characteristics were analyzed. Results Esp gene was amplified in 84 strains and the detection rate
of mecA was 76. 19% (64/84),in which the MRSE detection rates in blood, sputum, urine and wound secretion were 76. 8% ,
68.8%,100% and 71.4% respectively. The multiple PCR amplification displayed that among 64 strains of MRSE, 19 strains were
SCCmec simple type,in which 19 strains were SCCmec type | and 3 strains were SCCmec type [l ;42 strains were SCCmec mixed
type,in which 2 strains were SCCmec mixed type | and ]| .14 strains were SCCmec mixed type | and [l ,12 strains were SCCmec
mixed type | , [l and Il ,5 strains were SCCmec mixed type [I and [l .a strains were and SCCmec mixed type [[I and [V. Conclu-
sion The SCCmec type in clinically isolated MRSE shows obvious diversity and its majority is SCCmec mixed type.
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