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The relationship on polymorphisms of ERCC1-4533/8092 and the susceptibility of hepatocellular carcinoma”
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Abstract: Objective To investigate the relationship on the excision repair cross complementing gene 1(ERCC1)-4533/8092 site
single nucleotide polymorphisms(SNPs) and the susceptibility to hepatocellular carcinoma(HCC) in Guangxi Zhuang population.
Methods Polymerase chain reaction-restriction fragment length polymorphism (PCR-RFLP) method was used to detect the ER-
CC1-4533/8092 gene polymorphism in 88 cases with primary liver cancer and 82 cases of normal controls. Results There was no
difference in the frequency distribution of ERCC1-4533 in the case group and the control group, the frequency distribution of the
ERCC1-8092 in the case group and the control group was different(P<C0. 05). Compared with ERCC1-8092 CC, ERCC1-C8092
CA/AA had higher risk of primary hepatocellular carcinoma(CA:OR=2.556,95%CI:1. 345—4. 855; AA:OR=38.667,95%CI:
1.000—75.092). ERCC1-8092 C allele as a reference, ERCC1-8092 A allele can increase the risk of primary liver cancer (OR =
2.387,95%CI:1.428—3.992). Conclusion The genetic polymorphisms of ERCC1-8092 sites are associated with susceptibility to
hepatocellular carcinoma in Guangxi Zhuang population.
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T EDTA s o, 7 Bl 70 G ud )5 7™ A% B 0E i Al /b it 42
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4 SR AR T —20 TCUkAE& .

1.3.2 ERCCI 4533/8092 fii s 3L H Z 840 RHAERS
R4 2 107 B P A B K B 22 25 1 (PCR-RFLP) # A& %} ERCC1-
4533/8092 {7 j5 kN 2 &M #EAT 20 # . PCR 2 Bj f& R 3L 25
ul, 5% 5 U/pl. Taqg DNA B4 0.5 pL, DNA BifR 1 pL,10
pmol/L F Fi##5I44 1 uL,2.5 mmol/L dNTPs 2 yL,10X
PCR buffer(Mg®" Plus)2.5 pL, KK 17 uL. 319t
S CHL6-7], 4533 fi s EiF 519 :5'-AGA TGT CCT
CTG CTC ACC CC-3', Flii5I#:5 -GGG AGA ACA AAG
TGG CTG GA-3',PCR R M+ 8 g 94 °C HiAs 4 5 min, 94 C
A5 1 min, 61 CiB ok 45 5,72 ‘CIEf 1 min, 3t 35 NFIF,72
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4 Hardy-Weinberg V- 3R F o #:36. R I 3E 45 fF Logistic
[ 05 3158 ERCC1-4533/8092 & K #4345 119 LA L (OR) K& I
95 26 AT A X (8] (95 %6 CD PPy A [R] 2k B 280 0 45 o7 ik PR 5 117 9 5
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HHAh 22 R B A G2 . SR SPSS17. 0 e it 3k 5% A
53 BT .
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AL 3 A L. R R D sl 7 CC Ak 25 L 8 B 204
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. WEN1.2,
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4533/8092 {7 x5 B[R U 43 47 & 5 47 &5 Hardy-Weinberg 8t {% -
i 7 A S 04 BRZH 1) ERCC1-4533/8092 o o5 ik (R B 43 7 33 47
Hardy-Weinberg j5t % 7 i for 36 » £ 30 45 2R 7R, X B4 19 ER-
CC1-4533/8092 37 i, ik & R 43 A1 18y WL ¢ 50N T 31 %50 =[] 1) 22
SR L (P>0.05), ff 4 Hardy-Weinberg 3t 1% -
JEAE N B AR A RO R R . R 1,

2.3 ERCC1-4533/8092 3 R B [ % {7 3 PR 43 A A0 % HE 48
T o 2 Btk 7y B ERCC1-4533 407 5 19 35 IR 20 89 0% 35 8 43 A
TEI ) 4L RN XF B8 4 25 5 T 40 3 2 = L (P>>0. 05) , ERCCI-
8092 v 1 1) F K 43 10 1) 450 450 4 A1 A 9 51 2L R XoF B2 7 20 =2 [°)
ZERA BB L (P<C0.05), 244 Logistic [ 1943 47
Ll ERCC1-8092 CC 3k [ %14 2 & B , ERCC1-C8092 CA 3k
AT ARG 0I5 K I 98 19 K% 9 FE I M COR = 2. 556, 95 % CI:
1.345~4, 855) ,ERCC1-C8092 AA J [K & a] L) 34 fin J& & 1 JiF
Jiii 16 9% F& I8 4 (OR = 8. 667, 95% CI: 1. 000~75.092), LA
ERCC1-8092 C 2 S 4E %5 18, ERCC1-C8092 A % i 5k
A LA HE R & M TR Y & fE IR P COR = 2. 387, 95% CI .
1.428~3.992), W3 2.
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F T A YOBIE 9 WO 1 Sk 5 5 i /0 IR A RR T ) PO i B L
VR D & MR IR X 1 R i AT R Btk ERCC1-4533/
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