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Bioinformatics prediction of IL-6 gene structure and function”
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Abstract: Objective To analysis the bioinformatics of 11.-6 gene structure and function. Methods By means of bioinformatics
software, the structure, physical and chemical properties,signal peptide, transmembranes structure, subcellar localization, secondary
structure and advanced structure of the protein were analyzed. Results 1L.-6 protein was stable hydrophilic transmembrane protein,
which were located outside the cells. The secondary structure was primarily composed of o-helix and randmo coil. And it had two

serines and two threonines, which might become phosphorylation sites of the proteinkinase. Conclusion Analysis and prediction of

1L-6 might be significant in research of clinical diseases such as hypertension,inflammation and so on.
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