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Abstract: Objective To use the liquid protein chip-MALDI-TOF/TOF MS CLINPROT system for screening the serum poten-
tial tumor markers in the patients with breast tumor and to establish the breast cancer diagnostic prediction model basic on differen-
tial protein. Methods Forty-three serum samples from the patients with pathologically diagnosed breast cancer and 24 serum sam-
ples from healthy female controls were collected and randomly divided into the construction model group and verification group. The
differential protein screening in the breast cancer patients of the constructing model group and healthy female serum was performed
by using the CLINPROT system. The differential protein atlas was established. The breast cancer diagnotic prediction model was
established by using the Clin Prot Tools v3. 0 software. Then the diagnostic model was applied to perform the grouping verification
in the serum samples of verification group. The diagnostic efficiency of this model was preliminarily evaluated. Results Twenty-
four protein peaks with significant difference were obtained by analyzing the mass spectrum peak information of the patients group
and control group(P<C0. 05). Three proteins expressing the difference most significantly were selected to build a breast cancer diag-
nostic prediction model according to genetic algorithm,and the recognition ability of this model for breast cancer in the construction
model group was 91. 67 %. Then the diagnostic efficiency of this model was evaluated by using the samples of verification group,and
the results showed that its recognition accuracy rate to breast cancer in the verification group was 85. 7%. Conclusion Using the
ClinProt Tools v3. 0 software successfully constructs and evaluates the diagnostic prediction model of breast cancer,which provides
a new pathway for the diagnosis of breast cancer.
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