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Analysis of hepatitis B virus DNA quantitative detection results in different breast milk compositions’
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Abstract: Objective  To analyze the results of hepatitis B virus(HBV)-DNA quantitative detection in different breast milk com-
ponents to provide reference and basis for the HBV-DNA quantitative detection of breast milk sample. Methods The HBV-DNA in
the blending milk,cheese,whey and precipitation in 152 hepatitis B parturients was quantitatively detected. Results When choosing
different detect objects, there was no statistically significant difference in HBV-DNA detection positive rate (y* = 0. 437, P =
0. 933) ;the difference in HBV-DNA loads was statistically significant(F=2. 835, P=2. 835) ,the HBV-DNA loads in precipitation

was higher than that in whey. There was no statistical significant difference in the pairwise comparison of the test results of blend-

ing milk,cheese and whey;also the difference of test results among blending milk,cheese and precipitation was not statistically sig-

nificant(P>>0. 05). Conclusion
able detection object.
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In the HBV-DNA quantitative detection of breast milk sample,the blending milk may be more suit-

1 #ER5RHE

1.1 —f&%R 2014 4E 10 H 2 2015 4F 12 H AR 7R
43 W R 2000 4F 4 [ 8 M T R 2R S B VT IO 8 1T %
B 5 &S WIbRHERR 2 10 152 Bl & JF 7= 10, 4 i 18~39 %,
S (26,0744, 81) %,

1.2 Fik

12,1 FRACREREH PRV IB)E. T ERERE
3~4 mL it F I E F RIS % B G —20 CRIEMK.
1.2.2 FLIPASF A ) HBV-DNA K 4 3009 77 4
FLVT AR A2 G X G AN 7] 43 IR S FLTH 2 FL S 4 FL s 4L T
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