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The research on affinity of hospital separation carbapenems-resistant Acinetobacter”
Li Guangrong » Xiang Chengyu ,Yang Kui ,Liu Jinbo”
(Department o f Clinical Laboratory ,the A f filiated Hospital of Luzhou Medical College ,Luzhou,Sichuan 646000 ,China)
Abstract: Objective To study the protein fingerprinting of carbapenems resistant and susceptible Acinetobacter baumannii
(Ab) strains.investigate the clinical value of affinity distance in carbapenems resistant strains. Methods A total of 22 carbapenems
resistant Ab strains and 18 carbapenems susceptible Ab strains were collected,and bacterial protein fingerprinting was detected by
surface-enhanced laser desorption ionization time of flight mass spectrometry (SELDI-TOF-MS), differentially expressed proteins
was analyzed by Biomarker Wizard 3. 1. Cluster analysis of differential expressed proteins was conducted on SPSS 19. 0. Results
The protein expression pattern of carbapenems resistant and sensitive Ab strains had significant difference( P<C0. 05). Cluster anal-
ysis showed carbapenems resistance Ab was given priority to with type A,followed by type B. Conclusion The results of cluster a-
nalysis carbapenems resistance of Ab protein fingerprinting could determine the distance of affinity relationship of Ab. It could pro-
vide a theoretical basis for the infection and clinical epidemiology of Ab.
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