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Study on distribution of drug-resistant genotypes of multiple drug resistant bacteria in
sercond class and below hospitals of three big areas”
WANG Feng ,LIANG Qiong ,LI Jiayan ,LU Zhiyun ,ZHANG Jianming , TU Ganqing”
(Scienti fic Research Group ,KingMed Medical Institute ,Chongqing 400039 ,China)

Abstract: Objective ~ To analyze the distribution of common drug- resistance genotypes of multi-drug resistant bacteria
(MDRB) in second class and below hospitals in 3 big areas of Chongqing City for perfecting the bacterial drug resistance surveil-
lance network in local area. Methods In 7206 detected strains of MDRB, the re-cultured pure colonies of top five bacteria in the
bacterial strains numer were taken and performed the common drug resistant genotyping detection and comparative analysis by PCR
technique and sequencing. Results Acinetobacter spp. was dominated by the genotypes carrying TEM,SUL and GyrA genes,Kleb-
siella pneumoniae was dominated by the genotypes carrying SHV, GyrA genes, Escherichia coli was dominated by the genotypes
carrying TEM,CTX-M,SUL,GyrA,aac (3) ]I genes,Pseudomonas aeruginosa was dominated by genotypes carrying SUL, GyrA
genes, Staphylococcus was dominated by genotypes carrying GyrA,aac (6 ') -aph ' genes; among the five strains of MDRB, the
majority were the strains with multiple expression of two kinds or four kinds of common drug-resistance genes,in which the detec-
tion rate of Escherichia coli multiple expression was highest, reaching 92. 74 % , the detection rate of Staphylococcus multiple expres-
sion was lower. The detection rates of common drug resistant genotypes carried by MDRB had statistical difference among various
areas and various years (P<C0.05); in the comparison with the gene sequences of corresponding bacteria in NCBI Blastn database,
the sequencing results of 7 common drug resistant genotypes carried by 5 kinds of MDRB were basically consistent. Conclusion
The common drug-resistant genotypes carried by MDRB detected in the second class and below hospitals of Chongqing City and
their distribution are basically consistent with the monitoring levels in the local tertiary hospitals and whole nation. Therefore the
antibacterial surveillance of infection pathogenic bacteria should be strengthened in these hospitals,and medication should be ration-
ally used so as to delay the development of pathogenic bacterial drug resistance in local area.
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2015 4 12 J1 31 H, i B PRy = RAT B A IX (i v 2% &2
B AR TR D TR LT 344 R BE Ak K 1 45 2 IR A
A% 40 542 ), B 37 0 s o IR 11 951 Bk, AR 25 B0 45
oK MDRB 7 206 £k,

12 U350 B 9600 kB34 4 CBR it 1 ) L IR L
VKA CA SR BB 5 58 AD 5 B¢ A vk AR 23 A7 A (€ [E Bio-Rad) ,
DNA Il 74 (ABI PRISMTM) , DNA #2 Bt fil PCR i 57 (£ 5
I BO Ky sl R R T

1.3 H LM 25 3L R RAG I L b X I 15 37 AR Pk I Al
FHEFEERET 10 mL ddH, O H,80 C/K ¥ K& 45 min, 10 000
r/min B0 5 BRPTERE K 4% DNA $2 BUR0 & B 4 PCR
Witk . AR A 20 MDRB [t i 245 #0055 DS 4 1 2 19 1% 00 -
& TEM,SHV, CTX-M, SUL, GyrA ., aac (3)-]] . aac (6')-aph

2" 7 Fh ULTH 25 3 3B 94T K 2 25 SOk [ 2-5 303 3L X
TEM.SHV.CTX-M,SUL 5| 4 il Genbank A #i ) GyrA, aac
(3)-11 saac(6") -aph(2"") FF 51 % H & B L A9 51 9. W 3% 1,
MG W 51 g 57 A ) PCR B £ 44, BiAE ¥ 93~94 °C L2~
3 min; A8 93~98 “C,10~30 s, ;38 k 55~58 °C,30 s; L& fif
68~72 °C ,30~60 s ;fEIFEL 34~35; K IEAf 68~72 C,2~7
min, ¥ Y 1 2% M R I B IK 5 55 ANEE IS AR A 4y
Bras A BB P FR As B9 PCR ™ 4 0 )5, U % 45 2% 5 NCBI
Blastn $0H0 FERE 2 LA 38 AN 2o A2 2407 BF I R B % B — O
FeAE . AHTA 25 0K 56 ESBL A W J5 ¥k A1 ST 455 TR bk TE 17 BA A 52
FEANHS,

L4 Zeiteghb SR SPSS19. 0 BFHEAT o il . KBk
M «=0.05,Lh P<<0.05 NERAGHITEE L,

*1 PCR 3| ¥ %

EJSEATS S5 (5" >3 PP EE (bp)
TEM P1:AGT GGG TTA CAT CGA ACT GGA P2:TCA TCC ATA GTT GCC TGA 670
SHV P1.ATG CGT TAT ATT CGC CTG TG P2.TTA GCG TTG CCA GTG CTC GA 850
CTX-M P1:ACG CTT TCC AAT GTG CAG TA P2:ACG TCA CCA ACT GCG CCC 420
SUL P1:TAG CGA GGG CTT TAC CTA AGC P2:ATT CAG AAT GCC GAA CAC CG 300
GyrA P1.GCC CGT GTC GTT GGB GAC GT P2:GCC ATA CCT ACG GCR ATM CC 343
aac(3)-11 P1:ACT GTG ATG GGA TAC GCG TC P2:CTCCGTCAGCGTTTCAGCTA 237
aac(6') -aph(2'") P1.CCA AGA GCA ATA AGG GCA TA P2:CAC TAT CAT AAC CAC TAC CG 220

2 & ES

201 ZEMAEMAHMEL HERT = KA XILLH
MDRB 7 206 ¥, # % 60. 3% (7 206/11 951) , K 1 kBT
6 b BRI A YK 2 - 95 i A 97 0 A 45 BR 7, MDRB #; i 2 85. 6%,
it F 40 VU AR R i A B T B8 4 Bk B (MRCoNS) 4 1 3R 83. 294 ;
KI5 1 - MDRDB # % 82, 2% . ESBL+56. 7 % 5 4 15 {5, 4
AR MDRB K H R 73. 7%, it B 46 P8 Ak 4 % (0 A % Bk
(MRSA )34. 0% ; A3 5 » MDRB #5 5 % 73. 5% , ESBL +
90. 0% ; Jili 4¢ 7% 5 11 /% » MDRB # } % 55. 8%, ESBL +
73.7% s 4 Sk B B MO B  MDRB £ Hi %31, 5% ,ESBL+83. 3%
B 6 Fh Ak B4+ 5 MDRB #5 60.0% B |

2.2 5 F MDRB # 7 & UL i 24 55 &Y (9 & 1% % MDRB
HELE T 6 b B&7 v (% 5 BTl 9 14 70 280 BR P 0 4 68 28 BR B 1Y
K g RIF N AER A g 5 F MDRB #5477 Fh % WL
iiff 2 2 R R A A L A L I3 2. R P R R B AF I DL Al
TEM.SUL, GyrA 3L H # % =, # H 2 4 3 K 75. 81%,
37.1% .91, 94 % ; Jifi & T2 5 A 08 LA 45 SHV ., GyrA 3 [H ALy
FL A B 48, 15% ., 88. 89% s K W 5 A B L) 4B A
TEM.CTX-M,SUL.GyrA.aac(3)- [ FE KX & K I, K H R4 51

J961.45% .50. 84 % .65. 36% .98. 88% .58. 10% ; 4 £ {8 2 iy
B LAE T SULL GyrA 3E /A S 32, & H 3% 4 51 R 40, 0004,
100. 00 % s i BR BT LA 47 GyrA.aac(6')-aph(2'") 3 [H
F L EAY Bk 98, 17 % F1 37.20%

2.3 5 i MDRB %I 7 Ffki DL 25 BE R A 2 GRG0 Wk
3. 5 MDRB th £ & # 3k 2 Fhal 4 Fie UL 25 56 P A0 1 B bk
BNZW A ER9.20%. HPF X KBRAHNWEL E
RBEEWE B REL 92 4% MEEREN L HERIAK
HRAL 32.11% .

2.4 5 MDRB #7471 5 0Lt 25 5 B AL 7R & KT = KR X
ROR SO AR IEAS [ A = K R X, 43 B 4w 11X Cifin
FREEHN .2 KGR .3 KO ARR) . &5 X810
MDRB #5747 7 Ff o 0T 25 36 W R 5 5, W% 4, 5 F MDRB
B A 255 Gyr A 9, 76 3 N XA R B R EAR Lk
Jyiiy TEM R SUL (9. 5 i MDRB #54 F ixX 7 Fiifit 25 £ A
B TESE 1 XA 405 7658 3 KA i i MDRB A
T T T 0 48 8 TR A A SHV . CTX (aac(3)- [] (il H 3R
. TS H XA H 19 MDRB T4 47 (1 4 U0 il 245 22 R 4%
5 0 LA 22 53 356 e i L (P<C0. 05),

®2 SHHMDRBET THERWAEERRNRHBR(X)

I Fh 44 Bk TEM SHV CTX-M SUL GyrA aac(3)-1 aac(6') -aph(2'")
R 75. 81 1.61 1.61 37.10 91.94 1.61 —

Jili 98 5 T AA 33.33 48.15 33.33 33.33 88. 89 22.22 —

N R 61.45 6.15 50. 84 65. 36 98. 88 58. 10 —

A 1R BN R 28. 89 0. 00 0. 00 40. 00 100. 00 20. 00 —

W R 0.92 0. 00 4.59 0.92 98.17 — 37.20

T — R R U



e 870 E i E #2074 2017 42 4 A % 38 %% 73 Int ] Lab Med, April 2017, Vol. 38,No. 7

*3 57 MDRBX 7 fE RMZERRBEEREBFRL(X)

CREE YIEIE
T 0 24 B
0 R 1 Fp 3L 2 Fhi A 3 A 4 Ff i X 5 FhdE A 6 i 3L A

NS p ] 6.45 9.68 53.23 29.03 1.61 0. 00 0. 00
iii 4% 5. B A1 BT 7.41 22.22 14. 81 18.52 33.33 3.70 0. 00
PN 0.56 6.70 16.76 25. 14 29. 61 20. 67 0.56
i S 2 T 0. 00 55.56 17.78 8. 89 17.78 0. 00 0. 00
A ER T 0. 00 67.89 28. 44 3.67 0. 00 0. 00 0. 00

F 4 ERT=AKAR5# MDRBEFELMZAEREB K HFR (%)

TEM K5 i} % SHV K i % CTX-M Kt R SUL K i %
B 44 Bk

1 2 X 3 X 1 2 X 31X 11X 2 X 31X 11X 2 X 31X

KN 61.30  86.96  100.00 3.23 0. 00 0. 00 0. 00 4.35 0. 00 54.84  13.04  37.50
ili 46 75 6 A T 35.00  20.00  50.00 55.00  20.00  50.00 40.00  20.00 0. 00 20.00  80.00  50.00
PN 59.09  64.44 66. 67 8.18 0. 00 8.33 40.00  80.00  45.83 66.36  60.00  70.83
5 53 {1 A T T 45.83  11.76 0. 00 0. 00 0. 00 0. 00 0. 00 0. 00 0. 00 45.83  35.29  25.00
A Bk 1.59 0. 00 0. 00 0. 00 0. 00 0. 00 4.76 5.13 0. 00 1.59 0. 00 0. 00

T — RN U B

x4 ERTZAKRRS5# MDRBEFEAMAEEBKQHER(X)

GyrA 6 H % aac(3)- [T K iy & aac(6') —aph(2') K i %

T b 24

11X 2 X 3 X 1 X 2 X 3 X 1X 2 X 3 X
A 87.10 95. 65 100. 00 3.23 0. 00 0.00 — — —
Wi 46 G T 85. 00 100. 00 100. 00 20. 00 10. 00 0. 00 — - —
KIgaa# 98.18 100. 00 100. 00 54. 55 53.33 83.33 — — —
) 2 A1 B i T 100. 00 100. 00 100. 00 29.17 11.76 0.00 — — —
% R 96. 83 100. 00 100. 00 — — — 36.51 17.95 57.14

Y+ — R TR
F®5 20132015 £ A 5 Fh MDRD iy % DL 25 25 B 4 18R (0)

TEM # i 4 SHV i i 4 CTX-M # i} % SUL # th %

S 2013 4F 2014 4F 2015 4F 2013 4F 2014 4F 2015 4F 2013 4F 2014 4F 2015 4F 2013 4F 2014 4F 2015 4F
R 66.67 83.33  75.00 0.00  5.56  0.00 0.00  0.00  3.13 33.33  55.56  28.13
iii 48 5. B A1 PR 0.00 42.86  35.29 33.33  57.14  47.06 33.33  42.86  29.41 100.00  28.57  23.53
PN 7R 65.71 51.85  65.56 11.43 9.26  2.22 28.57 31.48 71.11 77.14  74.07  55.56
7 3% 115 26 0 50.00 22,22 28.57 0.00  0.00  0.00 0.00  0.00  0.00 66.67 33.33  38.10
T 2 BR 3.57  0.00  0.00 0.00  0.00  0.00 0.00  0.00 9.09 3.57  0.00  0.00

T — R BT H .

HRS 2013—2015 £ 5 # MDRB W& R 25 B E & H 1B R (70)

GyrA K i % aac(3)- I Ky th & aac(6") -aph(2'") iyt %

A b 44 7

2013 4 2014 4 2015 4 2013 4 2014 4 2015 4 2013 4 2014 4 2015 4
AN 91.67 83.33 96. 88 0. 00 5.56 0. 00 — — —
fii 4 5 A 100. 00 100. 00 82.35 0. 00 14. 29 29. 41 — — —
PN B T 100. 00 96. 30 100. 00 62. 86 61.11 54, 44 — — —
) 2315 2 B TR 100. 00 100. 00 100. 00 50. 00 11.11 19. 05 — — —
4O AR 100. 00 96.15 98.18 — — — 21.43 50. 00 27.27

2.5 2013—2015 4 5 Ft MDRB #5747 14 & UL 245 3k B A 1 A6 HARDL 2013 — 2015 4F, GyrA ¥ 9 6 3 45 w5 1 Tif 25 2
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AL TEM J& 2014 — 2015 AF [F] A i 4 (o2 J 55 — o7 19 Tirf 25 5 A
T4, 2013 4RA% AR ALK T GyrA (YT 25 5 K 54y SUL. 0L
# 5. 2013—2015 4F[H] 4 Fft MDRB #5747 I 25 5 [ A9 2% 4
28] 28 7 A St o B (P<C0. 05)

Marker mm

anc(3)

aac(b)

Marker ~

GyrA

Marker

W ARIC Y AT B L4 100.200,300,400,500, 600,700,800,
900.1 000 bp.

1 W T MERRKNYRER PCR =K EXE

B2 M4 MAEFEN MDRB 5 aac(3)
EE 2 PCR 7=k B FE ik B

2.6 5 Fh MDRB #4519 7 Ffewg UUTE 245 5: K 2 PCR 7= ¥ & i
Mk B4 aac(3)-1I ,aac(6')-aph(2') . GyrA, SUL, SHV,
CTX-M,TEM #: [H B PCR P= ¥y s e ik & . WKl 1~ 3, aac
(3)- 1N SEH R AE 237 bp 4b B BLH 34 4% aac(6')-aph(2'")
FLRITUAE 220 bp 4b B B &84 5%, Gyr A JE R BLAE 343 bp

22 Eccherichia coli plasmid pC15-1a.seq(1>861) vs P50331419_2_AAC(3)._...

BEE] Wabur-Lipman DNA Alignraent

Ab S B Sk Hy  SUL R BRI AE 300 bp 4b B BLH §7 38 &4
SHV JL A AE 850 bp &b &3 B P 1 &7 . CTX-M 36 K 7Y 75
420 bp 4b @ B H 4 S5, TEM JEPR BULE 670 bp 4b & B0 H 4™
257

B3 HEEEKEN MDRB #% aac(6')/aph(2")
EFE B PCR = ¥ 5 i B8 ik B

2.7 5 F MDRB #45#Y 7 Fh i DL 25 2 K 8 PCR 7 ¥) ¥ 51
FEXF 258 5 A MDRB #5717 (4 7 Ff i 24 2 D54 I 45 3% ok BH 4
1943 S BE AL B PCR 7™ # 3l 1 , 3 7 NCBI Blastn %% 4 J%
o R AF RS I 2 AT 45 Y 12 ik IR B 04 % 5 R AT LU X 2 R R AR —

R R AL A B w] Be R . 0 R A R T A
#ilF aac(3)-11 FH A PCR F=4 I J¥ 45 S 5 NCBI Blastn %
PEE ) R W AF B aac (3)-11 3% A (Escherichia coli plasmid
pCL5-1a) 1Y J57 51 4T L XF . WLl 4. 25 R B /R % PCR =¥
aac(3)- 11 K& P B 14 7T B 1 45 3 5 K 3 09 7 %9 2R I 5 4 aac
(6")-aph(2"") S PCR F=#il 5 45 1 55 NCBI Blastn %5
FERY 4 ¥ 0 3 2 BRI aac (6')-aph(2'") 3 A (Staphylococcu-
saureus TY825 plasmid pETB DNA) (1 /7 51 47 X, WA 5.
L5 /R % PCR =¥ Ky aac (6')-aph (2" 3 PF A 11 7 ik

E[@]=]

VS Ktaple: 3, Oap Penaity: 3; Window: 20
Seqt{1=881) Seq2(1>208) Similarty Gop  Gop Coasenzas
e Eschenichia ooli plasmid pCl5-1a.2eq P50331418_2_AAC{Z)_4821_El4.2eq Index Namber Laagth Length
(23323%0) (44>20T) 97.0 0 0 10¢
*240 »250 ~2€0 *270 »280 260 *200 *310 *320 «*220
A T A T A S N O e T T O A T OO O G O AR O R R D R A T T A L e T AT T OGO CT COTGAAT CAATT TOT RAT T CAARCCCOCCLOGOGOG

AXGC CGOCGTACCTRAS GOCCTTCOCATC COGCARC QOO GGA T TAC AT AL T TCCCOCTCOTCARATCAAT T TOT RRT T CAARCCCCCCLOGOGOG

ARG RO T AT A T GCCE T TCEATCT CG A ACAG U GERA LT TACCET 666 TTCGGCCT GCTGAATCAATT TCT GET TCAAGCCCOCGGLGLGOG
50 “60 “70 “80 ~90

w340 7350 w3€0 w370 w330

G GCAGTECECACTCCGATGCATCRAT GOT COUGEITGEITTCIT AT GARACGCIGACGTAG

SO GCECECA T eAT SCATCRAT GO I COCOOI TGEITTCLT AT GARACGCIGACGTAG

GCGCAGCEECACOOCeATGCATCGATGOICGCGETIIGGICCGCTAGCT GARALGCIGACGEAG

~a30 "1€60 ~37¢0 ~ap00 ~130

100 “110 120 ~130 “140
73%0

*20¢

B 4 KB EEER aac(3)-11 EE S NCBI Blastn b3t &5 R

E Staphylococcus aureus TY825 plasmid pET(1>1440) vs aac(6)-aph(2) xuliepingjieseq.. | o | B | &

Fibac-lipman DNA Algnwent
ftuple 3 Gac Penaity: 3 Wiacow: 20

-

320 v2e0 370 220 590

& 5 BETkEE

3 it e
9 R T 2 S R R R £ B BT R 25 R 2

B AT A TR 5K B B R AT
# AR

Seqi(1>1440) Seq2(1>223) Smiasty Gop Gep Corsessus
Staphylococous suseus TYESS slanmicl pET awciSiaph(?) sulecingse seg Indax_Nember Laegth Langts
[4235043) [1:722) 8.7 1 1 222
430 w440 v430 v4€0 v470 o v490 w300 v310 w320 w330 v34

T ARG AT AR~ T ARGGHCA T AT AR RAA TE T GG T T T T AGAAT TAT TEARGA T T T el T AGA A A TGAAT TAC AL G AGGCARAR ARG AR GAT TET TAT TTAAT GAARTATAGATATGATE
TOOACACOA. TAACCOCATACOIULA T CTCCITITACAMITAI TCAACATITCOALAACATCAAT TACACCACCLCIIIILACIA CAT TCITAI TTAAICCAATATACLATATCATC

m\:uomm’umuﬂrmmmwmmmmwmmmmzr 'G\‘."G

~20 ~40 ~s0 e ~8 ~100 ~120

reie weld rele weso

AAATAATOGGETAGTG TTATGATASTS
CAAATAATCLETAGTGT ITATGATARTG
“20¢ “210 “22¢

#5 aac(6')-aph(2'") & E 5 NCBI Blastn bk 3t 45

F 0 24 5 PR 78 T A i 4
L ESBLS 2 T 24 3 K B g 471 SCHR A I8 22 LAY - o
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& TEM #1 CTX-M. g K g K& SHV, Z K FlJE SHV
M CTX-M, AR AL MDRB i i Fok; 4% 3¢ M2 ESBL
i B #E 56, 00% LA I, #% 5 TEM,SHV,CTX-M, SUL,
GyrA.aac(3)- 1] .aac(6')-aph(2'") % 7 Fh it 24 3k DA 70 % 46 14
) 5 Ft MDRB #E47 4000 2T . GyrA Bk U7 F 44 44K F 1Y
T DNA JEHE B . 0T A 40 B4 Hh 370 M0 A5 B (i S R 7R 56 83
BRI 87 Ar ZHE TR Fy 53 7% (A, I 2 BN 90 v 145 ) 268 0 147 3% it 24
BIJERD R Tl A A4l 5 Fh MDRB RIS I, 2 4 7 & T 51
P B T BRI PCR 4 14 () 42 1 45 R A B SR 9 7 88. 009
P BEATLE R M 25 5 9 PCR 7™ 47 )3 5 NCBI Blastn %
P TR R R ARG I 40 B 9 Gyr A 5 PR %) L X, 249 5 A AR B,
Aty JUAR B PR Y A 0 ) 25 L 5 NCBI Blastn £ FE b k6 R A
Xof Ry A0 A ) % i TR O 3] B R AR 38 S B AR — B

ARG R P R =R R R R ER, 7
2013—2015 4,4 ) 7 206 ¥k MDRB, 5 1} % 5 ik 60. 30% , im
7o T SOk A T AR . PR R OHE T A0 A B [ i
HIAGIR DA KW 35 A T L 4 0 €078 8 KA S B AT T L 48 e
O A SRR 5 6 R A3 60.00% LA B, Horh B
it 9F) 44 45 5 BR 1 9 MIDRB A 1 %€ (85, 6 %6) R A 41 fie i 119
PRI 3% 75 W m i 3. 400, X 58 (A GE K 5% A TR I
WA BTN A 5 4 = o A T O A 2 BBk
L4 5 0 T 4 BR T 10 6 1 Rl R — 5, H MRSA K
Ry 34. 0% , T T A 4 X 43 = F I g i 2 A0 A T L AELAIG
F 2013 4F 4 [8 2% BF bk Bk T 24 W B 4B (MRSA,
39.7%0) s FEH i 1Y 5 Fh MDRB o (% B M AF 1, FEZ A Gy-
rA SUL £ [H B Ah, #E47 TEM Bt 45 22, 3 5 4 st 4 780
B~ KA TEM LR % 61,450, 5 E =
ftb i X AH S 4 38 (60. 78 %) AR BT 5 A BT aac(3)-11 3
BB R SRR K, AR 1. 61%, 3T Bl 3C ik [ 14 ] %k 48
(2.50%) s & B ER B aac(6') -aph(2'") £ [ 1945 tH 2 K
37.20%, (A MBS KB K Z.

5 Ff MDRB 1, 69. 20 % 1) B A% [F] B 485 7 2 b & 2 Fh 2L -
BT 245 B R Tk 5 ek 16 ] MpFsR 45 w5 . HE R A g
N FR B A Z A2 EE D, a1 CTX-M 5 RmtB £ [
I F— AT 24 5k, 1T 58 s R KO 55 8% 16 5 S L R 5 4% 5 B
AT T 4 R [T 2 0k B AL ) 2 AN R, B A B 2 AT
b o X LEFRET Y B 2 B Rk

AR BN FERE KX 1 XGPS 280 K1
iy 5 Fp MDRB.7 Fifit 25 3% 8 B 6 #5705 46 1 X Al BE 5 % A
X CRE 2 32380 22 B 30k ik s B B 6 B R L 35 K R AR 45 22 0
TT G A ME SR A S At T R X3 A B A AR R A D (H A
X7 Fhvifi 25 55 R R A A IR IR AR, Al Gyr A BRI ALY
for B T 1 X, S B i DX 2 S o A A U g
TSR 57 3 DX 2 TR 24 W X R S I DR B 2 G e A
WA KPR AN DAY 24D oK RE A 3 T IR 5 ) JBLA 5

25 bR TP = R X 4 % UL T E B MDRB | i
R R A Y 2 R U0 T 24 5 R A TR R A S R A, R
W PR X A0 B T 24T A B A PR L 5 5 3 R S B A R T 24
Wy TS WG IR EA 2R AT 256 ¢, N5 m B R
SR IX 28 I o Sk e 0 T T T 24 M A e 57 S A X 24 1

P SR HOCA 23R4 B3 36 5 it » - FEL G 470 7 2 400 » D AR M 1X g i
TR T 245 19 42 Jo il JEE

£ % 3Lk

(1] % Ut 32256 B e 2 T 24 1 43 A SRR LT . v 0 Uk
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