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The correlation of plasmacytomas variant translocation gene polymorphisms and diabetes nephropathy "
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Abstract: Objective To research the correlation of single nucleotide polymorphisms(SNPs) of Plasmacytomas Variant Trans-
location Gene(PVT1) and diabetes nephropathy. Methods To assay PVT1 SNPs (rs10808565,rs13447075,rs2648862,rs2720709,
rs2648875) in two groups individuals with diabetes nephropathy and diabetes by MassARRAY system. Then analysis the results by
statistical methods to evaluate the relationship between PVT1 SNPs and diabetes nephropathy. Results The distributions of SNPs
of PVT1 (rs10808565, rs13447075, rs2648862, rs2720709, rs2648875) were all under the Hard-Weinberg equilibrium in two
groups. Difference in PVT1 rs2648875 between two groups was statistically significant(P<C0. 05) ; and there were no significant
differences in the others SNPs (rs10808565,rs13447075,rs2648862,rs2720709) between two groups. Conclusion PVT1 rs2648875
may contribute to the susceptibility of DN in chinese people and the others PVT1 SNPs (rs10808565, rs13447075, rs2648862,
rs2720709) may not be Chinese susceptibility gene in DN.
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ACGTTGGATGGCTAGAGGATCTACATGAAC

CTGCAAGTCCATGCT

rs2648875 ACGTTGGATGACCATACATTAGTGCATGAC ACGTTGGATGCTTCATCGTTCAGCCATAGG TTTCCTGCCTCACAAT

rs2720709 ACGTTGGATGCTGAAAGGTGAGCAGCTATG ACGTTGGATGTTCAGATGTAGTTCCAGCCC GCAAGAGTGAGAAGGTT
rs10808565 ACGTTGGATGACCAGGCTGGTTTGATTGAC ACGTTGGATGGGCTGTGAAGGATCAAAGGG CCTTTGAGTGTTGAGCCC
rs2648862 ACGTTGGATGGAGAAGAGCAAGGAGTGGAC ACGTTGGATGAAGGGCACTGGAGACCTAC TAAGGAGTGGACCTGGAG
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