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Abstract:Objective To obtain specific aptamers of carcinoembryonic antigen (CEA) by SELEX in order
to lay an exper sodium dodecyl sulfate polyacrylamide gel electrophoresis imental foundation for the establish-

A random ssDNA library with the

length of 88 bp was constructed to screen specific aptamers of CEA in vitro,and sodium dodecyl sulfate poly-

ment of CEA aptamer detection and tumor targeting therapy. Methods

acrylamide gel electrophoresis (SDS-PAGE) was used to detect specific aptamer binding proteins. Results
Specific aptamers were obtained after 12 rounds of screening by optimizing screening conditions,and the spe-
cific binding substance was human serum CEA which was confirmed by SDS-PAGE. Conclusion Aptamers.,
that bind human serum CEA specifically,can be used to establish CEA specific detection platform and design
targeting drugs.
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DNA step ladder K2 [ & ladder 1 { LA T AW
TARA R R HA G0 o 7 4 B 4k

1.2 ik

12,1 SCURMBEMSIN G W#E—NKER
88 bp HYFEHL ssDNA SCFE, Py 18 bp [ & 5| ¥ 7
G, HiE 52 A nt AL A ERE KL N 1016, &
WEFH T 5 -ATA CCA GCT TAT TCA ATT-
52 nt-AGA TAG TAA GTG CAA TCT-3'; 8| ¥ 5%
WF:P1 k5 -ATA CCA GCT TAT TCA ATT-3,
P2 3 5'-Bio-ATA CCA GCT TAT TCA ATT-3',P3
J 5'-AGA TTG CAC TTA CTA TCT-3', 3/ il
Sl _F A T A TR IR /A m RO
o sk 4lifk .

1.2.2 SELEX ##t  #Aric CEA Hi{& (100 pmol)
T 96 fLik b4 Ci gt i . By 0. 05 mol/
L NaHCO; ,pH9. 6, [l i} % 3 AN BAEFL. CEA $i{k
LA L ANBHEFL Y DL 3% 4 i35 7 25 (BSA) F 37
CH M 2 h,CEA HuikfLin A& CEA i .37 C44H
30 min, fEHL ssDNA SCEH A SHMCK %, 95 C 728
P£ 5 min J5 R E K 10 min RE 2R, &H FE
45 A g2 o o i 5 B FL 37 “C 454 30 min, I
WAk LA PG %E CEA 9,37 C 454 30 min, ik
R TEAL 5 W VR R ARG A ssDNA, FE M AR M 22
PP 95 °C 10 min, Y5 CEA 45 41 ssDNA , 2 i -
AL . CWEUIVE A ssDNA W T & ddH, 0 o,
22 PCR ¥ 0 J5 @ R F1 0. 1 mol/L NaOH 4 B B 4%
DNAAER T — 5B A W SCHE 3% 1R P BRI & #E4T .
ik T 12§,

1.2.3 PCR &Mt DL R ssDNA Ry
it , PCR 738, 214 & : 2 X PCR Master 25 pL, I
W TSI & 1 L, B 10 pwl, ddH,O 13 pL,
95 “C A% 3 min, 95 CAEM: 30 5,45 CiB & 1 min,
72 “CHEMH 30 5,10 MEF . FLJ5 72 CLEAH 7 min, LU
3R PCR =119 10 pL B4R #2 IR BRIk R iE 4T
ZAFAL AESS 10.15.20.30 N6 31 Ak 43 51 URE $k
e TE B I EL

1.2.4 JERCF5 CEA EMpE 4Lk P2.P3
51 P4 B O Ak A% R A AR B bR il R K
AR EARAR 1Y ssDNAL I E ¥R EE . B 20 pmol/L £
EAMCIER 75 CEA MMy 45 4,37 C454 30 min,
T B 3 min, ¢ 1T W, R R R RO Uk
3 U A 3 A AL D AR 0 CEA BTk, 37 CHEH
30 min, FREHZEHE 3 min, F FIER, HIREZ W
WGV 3 WL 7E 405 nm A0 R OE EEAE .

1.2.5 @RFEEGEAMES £ LIRS EEHN
WEBR-IE T A =B S A b R R
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[ T Ry R
2 #® R
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TEFE 7 ARAT R S R 3 I - A6 0 1B O AR v e
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Yy 28 3ok S (5 B AL BT FL A AR T 25 B8 LRI AR
TSRS G DT U 128 0 FL AT 48 2 R0 ) R S 2 1)
BRIEW . 73 8h. LAk J5 ssDNA &tk £ 10
IR 3G B 7 W AR R BRI IS B S R AT
W R B A A R 5 R BN B AETE BB 20, W
&1,

x1 12 #0EIEEF N CEA Hi4F .ssDNA EER tRNA 2
¥ CEA Hifk(pmol/L) ssDNA JE (pmol/L)

tRNA(mg/mL)

1 100 1000 0. 00
2 80 800 0. 25
3 60 600 0.25
4 50 500 0.50
5 40 400 0. 50
6 20 200 0.50
7 10 100 0.75
8 10 100 0.75
9 5 50 0. 90
10 5 50 0. 90
11 3 30 1. 00
12 2 20 1. 00
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Ak U ' B AR A AR/ S B A B 0 R 10 L LIA 2.
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K257 200X 107, kS G 16 H A9 1% IR 16 BE 5 7T 4% 52 1k
PR H CEAL LK 3.
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