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Abstract:Objective To study the relationship between adiponectin (ADIPOQ) gene polymorphism and
genetic susceptibility to type 2 diabetes mellitus in Chinese population. Methods 100 cases of type 2 diabetic
patients treated in People’s Hospital of Guangming New District in Shenzhen from January 2016 to January
2017 were enrolled as the observation group,and 100 cases of healthy persons who underwent health assess-
ment in the hospital were enrolled as the control group. The correlation between the genetic polymorphism of
ADIPOQ gene and type 2 diabetes susceptibility were analyzed. Results The results of Logistic regression a-
nalysis showed that the exon rs2241766 polymorphism, single nucleotide polymorphism of intron rs1501299
and type 2 diabetes susceptibility in the additive model,dominant model, recessive model were significant cor-
related(P<C0. 05) ;chain imbalance analysis showed that G-G haplotype groups of patients had higher risk of
type 2 diabetes. Conclusion The polymorphism of ADIPOQ gene is closely related to the genetic susceptibility
of type 2 diabetes in Chinese population. It may play an important role in the occurrence and development of
this disease. It is worth further analysis and research.
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60 %, F45(54. 3341, 10) % % FE 2. 00~5. 00 4F, F-
¥J(3.3040. 40 4F AR BT it 45 80°H 21. 20~27. 44 kg/
m”, (24, 50+ 1. 25) kg/m? s W 45 [y 122, 35~
161. 38 mm Hg, F#(141. 10+ 1. 25)mm Hg; 473K &
by 74.25~84, 33 mm Hg, ¥ (79, 28 £1. 32) mm
Hg; BEA: A 16 5 W AR 64 6] KT 55 . 53 b K [
1 100 {97 4 B A4S 24 g % B2, Horp 38 70 43, 42 30
Bl AR 44 ~62 %, 1 (54, 37 1. 12) % i 12
2.50~5. 00 4, -3 (3. 3310, 3T 4E s R it =8 5k
21.17~27.45 kg/m®, -4 (24. 48 +1. 22)kg/m’ ; I
5 FER 122, 40 ~ 161. 35 mm Hg, ¥ (141. 00 +
1.30)mm Hg; &F 5K JE K 74. 40 ~84. 30 mmHg, ¥y
(79.24=1.30)mm Hg:; BEA A 16 50 . WA 65 1] AR IH
57 . PAlZiX#H ik — Mok b 25 R B 5t
B (P>0.05), HA A k. 99 AWF 58 10 bR i . (1)
I R AR M S 37 5 (2) [R) J8 I YK i 5% 9 25 28 0 15 TR) 2
T HEBRbRUE: (1) T BUBE BRI & 5 (2) & FF HAh #7
NG R . W ERE AR BESE Y 2 BB R R
BHE WG COhE 2 BURE R % B 6 15 (2013 48
FEO DS AT P2 (1) FL A5 B DR s A bR o B AL i =
11.1 mmol/L; (2) ZS IR 14 =7. 0 mmol/L; (3) H Ik
A2 BT A 2 h B =11, 1 mmol/L; (4) B4k 1
LIEH=6.5%,
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J FL UK 37 DA 2 o AN AE 372 bp AR TN — A~ 455 2% A5
FLEG T/ T4 209 bp F1 163 bp 44 I 3] 5% 47
F G/GL bR = AN FE DR e A7 S I 2 S 0 oy T/
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A RMT R ET LG (B 5T R 3 i), R 1
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0.05)  JaM:BiA (OR: 1. 600,95%CI 1. 074~2. 399,
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