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Identification of the pathogenic bacteria from the cerebrospinal fluid samples of children with
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Abstract ; Objective To explore the value of sequencing the 16S rDNA to identify pathogenic bacteria spe-
cies from the cerebrospinal fluid samples of children with bacterial meningitis. Methods 4 016 cerebrospinal
fluid samples that were collected from children in Xi'an Children’s Hospital between January 2013 and Decem-
ber 2016 were detected by 16S rDNA -PCR. The positive PCR were sequenced and BLLAST, and the results
were compared with culture method statistically. Results Of the 4 016 case of cerebrospinal fluid, the positive
rate of PCR and cultivation were 4. 0% and 2. 6 % ,respectively. There was a significant difference between the
two methods (y° =57, P<C0. 05). Gram-positive bacteria and Gram-negative bacteria accounted for 62. 7%
(101/161) and 37.3%(60/161) , respectively. The five most frequently isolated pathogens were Staphylococ-
cus epidermidis (41strains, 25. 5%) , Streptococcus pneumoniae (22 strains, 13. 7%), Escherichia coli (21
strains, 13. 0%) , Haemophilus influenzae (15strains, 9. 3%) and Staphylococcus aureus (13 strains, 8. 1%4).
Conclusion 16S rDNA-PCR which is faster in cut-time and wider in frequency distribution of pathogens than
cultivation provides a new way of analyzing bacteria infection in the cerebrospinal fluid. It can be applied in
clinical detection and epidemiological investigation as a new method. Gram-positive cocci are the predominant
pathogens for childhood BM over the past four years.
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