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Relationship study between MTHFR C677T polymorphism,plasma homocysteine and
blood lipid levels in patients with coronary heart disease in Hunan province”
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Abstract: Objective  To study etiology the association between methylenetetrahydrofolate reductase
(MTHFR) C677T gene polymorphism,plasma homocysteine and blood lipid levels in middle-aged and elderly
patients with coronary heart disease in Hunan province and to analyzed the correlation between the etiology,
pathogenesis of coronary heart disease and provide a reference. Methods Totally 351 patients with newly di-
agnosed coronary heart disease in our hospital were enrolled in this study,and 147 healthy people were ran-
domly divided into two groups as control. The levels of plasma Hcy and blood lipid were measured and the
genotype of MTHFR C677T was determined by PCR-gold magnetic particle chromatography. The genotype of
MTHEFR C677T and the correlation between genotype, plasma homocysteine and serum lipid levels in patients
with coronary heart disease were analyzed. Results There were significant differences in the plasma Hcy level
between the coronary heart disease group and the frequencies of CC,CT and TT genotypes of MTHFR C677T
gene and the frequency of C and T alleles compared with the control group (P<C0. 05). The level of plasma
Hcy in the healthy control group was significantly higher than that in the CT type and CC type (P<C0. 05).
Conclusion MTHFR C677T gene polymorphism is a risk factor for the morbidity of coronary heart disease. It
is closely related to plasma Hcy level. TT homozygous mutation and T allele increase the level of Hey, but the
level of serum and MTHFR C677T gene polymorphism have no significant correlation.
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(P<<0.05); M2H ALT JJLEF IR ZR ik . TC. TG %5
KV Z RS2 E X (P>0.05), &K1,
®1 FA—REANBENIBRILE

56 0 9 4 i HE %) B 4

i H P
(n=351) (n=147)
W (TEs,.5) 62.99+14.61 61.71F£12.1 =>0.05
PEI G
L) 215 89 >0.05
'y 136 58
Hey(Z+ s, pmol/L) 16.04+10. 15 11.38+4.11 <£0. 05
ALT(z=+5,1U/L) 22.14414.58 20.3949.5 =0.05
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1% (£ s, mmol/L) 5.1141.03 5.3141.39 =0.05
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