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Abstract: Objective To investigate the clinical significance of homeobox gene B7 (HOXB7) mRNA and
its protein expression in patients with multiple myeloma. Methods 120 patients with multiple myeloma (case
group) treated in the hospital from February 2012 to February 2017 and 35 volunteers Chealthy group) were
studied. The level of HOXB7 mRNA and its protein were compared between the two groups. The expressions
of HOXB7 mRNA and its protein in patients with multiple myeloma in different stages and in patients with
multiple myeloma and extramedullary infiltration were observed. The relationship between HOXB7 and the
clinical stage.extramedullary infiltration in patients with multiple myeloma was analyzed. Results The levels
of HOXB7 mRNA and its protein expression in case group were significantly higher than those in control
group.and the difference was statistically significant (P<C0. 05). The levels of HOXB7 mRNA and its protein
expression in stage [[| of case group were higher than those in stage [| and | of case group,and the levels of
HOXB7 mRNA and its protein expression in stage || of case group were higher than those in stage | of case
group.and the differences were statistically significant (P<C0. 05). , The levels of HOXB7 mRNA and its pro-
tein expression in patients with multiple myeloma and extramedullary infiltration were significantly higher
than those without extramedullary infiltration (P<C0. 05),and the clinical stage and extramedullary infiltra-
tion of multiple myeloma were positively correlated with the expression level of HOXB7 (r=0. 352,0. 298,
P<C0. 05) ,but there were no significant correlations with gender or age (P<C0. 05). Conclusion The level of
HOXB7 mRNA and its protein in patients with multiple myeloma are obviously up-regulated. HOXB7 plays an

important role in the occurrence, progression and infiltration of multiple myeloma.
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