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Expressions and clinical significance of serum complement C3,C4,ALT,AST
and HBV-DNA levels in patients with chronic hepatitis B”
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(1. Department of Clinical Laboratory ,Shaanxi Chinese Medicine Liver and Kidney
Disease Hospital , Xi'an , Shaanxi 710000 ,China ;2. Department o f Clinical Laboratory s
Chongqing Edward’s Hospital ,Chongging 400000 ,China)

Abstract: Objective To investigate the expressions and clinical significance of serum complement C3,C4,
alanine aminotransferase (ALT),aspartate transaminase ( AST) and hepatitis B virus deoxyribonucleic acid
(HBV-DNA) levels in patients with chronic hepatitis B. Methods 104 patients with chronic hepatitis B who
were treated in the hospital from November 2016 to October 2017 were selected as the observation group and
were divided into groups of G1,G2,G3 and G4 according to the results of pathological examination. In addi-
tion, 100 healthy volunteers were selected as the control group in the hospital for the same period, the relation-
ship between serum C3,C4,ALT,AST and HBV-DNA levels in the patients with chronic hepatitis B and the
grade of inflammatory activity of liver tissue were analyzed.the value of serum C3 and C4 levels in patients
with chronic hepatitis B was evaluated by receiver operating curve (ROC). Results Serum C3 and C4 levels in

the observation group were significantly lower than those of the control group,and ALT,AST and HBV-DNA
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levels were significantly higher than those of the control group (P<C0. 05). Serum C3 and C4 levels in patients
with G4 and G3 were lower than those of G2 and G1 (P<C0. 05),serum ALT and AST levels in the patients
increased with the increase of hepatic inflammatory activity grade,and the differences were statistically signifi-
cant (P<C0. 05), and serum HBV-DNA level in the G3 patients was higher than that of G2 and G1 (P<C
0.05). Serum C3 and C4 levels in the chronic hepatitis B patients were negatively correlated with the grade of
inflammatory activity of liver tissue (P<C0. 05),serum ALT and AST levels were positively correlated with
the grade of inflammatory activity of liver tissue (P<C0. 05),serum HBV-DNA level was not related to the
grading of inflammatory activity in the liver (P>>0. 05). The results of ROC analysis showed that C3 and C4
had certain evaluation value for the progression of chronic hepatitis B,and their sensitivity and specificity were
above 0. 63,and the sensitivity of C3 combined with C4 was 0. 901,and the specificity was 0. 630. Conclusion

Serum C3,C4,ALT,AST and HBV-DNA levels in the patients with chronic hepatitis B are abnormal, the ex-
pression levels of C3,C4,ALT and AST are related to the grade of inflammatory activity of liver tissue,and

can be used to assess the patient’s condition by detecting these indexes.
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FE R 40 U/L. R HSEH 5 6 2 & R A ek =X b
AL RIS L RS- . FTC-2000) U % 1fiL 7 * HBV-DNA
KF-, HBV-DNA il 64 10° #5 01 /mL,

1.4 Siif2ehbaE RA SPSS22. 0 47583t 4 #r .
THECRBIDLR RN R o 5. iHERRL 245
Fom s AL LR AL ¢ K 56 22 4 [A] BE 35 R AL A
R Zmr W ELECR I LSD- /55, R H Pear-
son FH 54T 7 1k 3 B e vk 2 B AR R I H C3.,
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