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Research progress of LncRNA in early diagnosis of gastric cancer”
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Abstract: Gastric cancer is a malignant tumor originating from gastric mucosal epithelial cells and ranks
first in the incidence of various malignant tumors in China. Long non-coding RNA (IncRNA) is one of the
most popular non-coding RNAs in cancer research. The role of LncRNA in gastric cancer has also been exten-
sively studied,and IncRNA is an important component of tumor biology. In addition, studies have shown that
IncRNA expression is abnormal in gastric cancer patients compared with healthy individuals. Based on the tra-
ditional detection methods of gastric cancer (endoscopic and pathological examination and serum biomarker de-
termination) ,studies have shown that IncRNA can also be used for the diagnosis of gastric cancer, with high
sensitivity, high specificity, non-invasiveness and low cost. Its combined diagnosis with conventional tumor
markers is more accurate and can be used as an ideal biomarker for the detection of early gastric cancer. This
article briefly describes the research progress of IncRNA in gastric cancer.
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Abstract: Recently,researchers have begun to pay attention to the study of neuromyelitis optica (NMO)

due to the discovery of the specific antibody-anti-aquaporin antibodies. With the deepening of research,under-
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