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Clinical research on the relationship between BRAF gene mutation and CK19 and
HBME-1 in the development of thyroid cancer
XU Ke,HAO Lanxiang , HUANG Fei ,LIU Yanmei®
(Department o f Endocrinology ,Yancheng First People’s Hospital ,Yancheng , Jiangsu 224000 ,China)

Abstract : Objective To investigate the correlation between BRAF gene mutation and CK19 and HBME-1
expression in thyroid carcinoma (TC). Methods The expressions of CK19 and HBME-1 in 62 cases of TC and
62 cases of thyroid benign tumor were analyzed by immunohistochemical analysis (Envision two-step). Poly-
merase chain reaction (PCR) was used to detect the mutation of BRAF gene in 62 cases of TC and 62 cases of
thyroid benign lesion. SPSS20. 0 was used as statistics analysis software. Results The positive expression rate
of CK19 in TC was 100. 0% , which was significantly higher than that in thyroid benign lesion (y*=16.534,
P=0.001). The positive expression rate of HBME-1 in TC was 96. 77 % , which was significantly higher than
thyroid benign lesion 6. 45 % (x*=17.854,P=0.002). The positive expression rate of BARF T1997A in TC
was 59. 68% ,while the mutation of BARF T1977A was not observed in thyroid benign lesion. The tumor di-
ameter and TNM staging was significantly negative correlated with the positive rate of BRAF gene (P <C
0.05), while the positive rate of CK19 and HBME-1 showed a significant positive correlation with it (P<C
0. 05). Conclusion Protein markers CK19 and HBME-1 have high clinical value in pathological diagnosis of TC. BRAF
gene mutation is closely related to the occurrence of TC,which is conducive to the clinical diagnosis of TC.
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