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5 PLGF mRNA £ E48 % (r=0.592,P<0.05),%5 %42 BMI £ fi 48 % (r=—0. 267, P<C0. 05) , 55 #7 & JLIK &
® 2 EAR % (r=0.564,P<C0.05), PLGF mRNA 5 %42 BMI £ #i /8% (r=—0. 365, P<C0.05) , 5 #7 & JLIK i
FEEAMKXG=0.641,P<<0.05 ., &it FTETRIATHFEIAEALR APN Lk &, MMP-9 2l & PLGF &
BB TR EAETFRAPEARA L A= ThALBAEFEAEBILEKLT.

KR BHEAR; KEE; ARekZalh; BAEAKBET; EEATRITY

DOI:10. 3969/j. issn. 1673-4130. 2019. 05. 009 REHESE S R714. 24+5;R446. 1

XEHES:1673-4130(2019)05-0546-04 X HERFRIRAD A

Relationship between expression levels of APN,MMP-9,PLGF in placental
tissue and severe preeclampsia incidence
JIANG Tao ,PAN Jianhai”
(Department o f Obstetrics and Gynecology ,Suizhou Hospital A f filiated to Hubei
Medical College , Suizhou, Hubei 441300, China)

Abstract:Objective To explore the relationship between expression levels of placental tissue adiponectin
(APN) ,matrix metalloproteinase-9 (MMP-9) ,placenta growth factor (PLGF) and the incidence of severe pre-
eclampsia. Methods Totally 110 cases of severe preeclampsia pregnant women hospitalized in our hospital for
delivery from April 2016 to March 2017 were selected as the observation group,and another 110 cases of preg-
nant women with normal blood pressure hospitalized in the same period were enrolled in the control group.
The expression levels of APN,MMP-9 and PLLGF were compared between the two groups,and the relationship
of the three expression levels and the relationship between pregnant women body weight index (BMI) and fe-
tal weight were analyzed. Results The mRNA and protein expression levels of APN in the observation group
were significantly higher than those in the control group(P<C0. 05) , while the mRNA and protein expression
levels of MMP-9 and PLGF were significantly lower than those in the control group (P<C0. 05). The APN
mRNA expression was negatively correlated with the mRNA expressions of MMP-9 and PLGF (r=—0. 663,
—0.872,all P<C0.05),and positively correlated with BMI index of pregnant women (r=0. 260, P<Z0. 05) ,and
negatively correlated with neonatal weight (#=—0.581,P<C0.05). The MMP-9 mRNA expression was posi-
tively correlated with the PLGF mRNA expression (#r=0. 592, P<C0. 05) ,and negatively correlated with BMI
index of pregnant women (r=—0. 267, P<0. 05),and positively correlated with neonatal weight (r=0. 564,
P<C0.05). The PLGF mRNA expression was negatively correlated with BMI index of pregnant women (r=—
0.365,P<C0.05),and positively correlated with neonatal weight (r=0. 641, P<C0. 05). Conclusion The ex-

pression level of APN is increased but the expression levels of MMP-9 and PLLGF are decreased in placenta tis-
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sue of severe preeclampsia pregnant women,which may be related to the onset of severe preeclampsia,and the

three expressions may regulate fetal growth and development through placental barrier.
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1.1 —fgekl $EEC 2016 4F 4 H & 2017 4F 3 A1
A e A1 Bt 4 6% 1) T RE O WA 22 40 110 81 D SR A
W5 AR PR 6 T T AT O T A o HEBR A
A 7R H A I &R DL A B R e R . D 3k BT
FEARBEAE B 40 48 110 9] I R 1F % Z2 30 o A B2 .
Y IATEAF WS R DL KPR D7 T 22 S RS R
S(P=>0.05) , 2 I 44 it 5 45 % (BMID DL K # A8 LR
J A 25 A GE T2 L (P<C0. 05) , — i BT R
1, UL A R B AR S AR B e 2 5
SitERE .

*® 1 AA—BRABLLE (TLs)
ikl n R ZR (PO FER O BMI(kg/m*) Wi LR B ()
MEE4 110 29.83+5.12 2.47+1.18 0.44%0.92 26.52+2.81 2 135.544673.46
XL 110 30.11+5. 36 2.77+1.52 0.23+0.76 23.76+2.13 3527.624378. 28
t 0. 40 1.64 1.85 8.21 18.90
r =0. 05 =0. 05 >0. 05 <0. 05 <0. 05
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1.3 #¢tsE i PCR KRNI ik M 44 Trizol
VR CAE SRR DA i 22 2 ) B 1A RS /DD 2808 e >R
A RNA $2 B0 & L RAR A B LD A R A
FEHUIG B 41 21 RNA, 2 BOb 38 2 B0 & i ] 45 .

SR J5 2 B SuperRT ¢DNA 5 & (Jb 5 48 B i Wk
ARAED BEB D IR AT IO 5. 9tE & PCR
It B T AEY) TRARA RS . 519551 I
2, 9 PCR W AR AR 20.0 pL ¢ 2X Ultra-
SYBR Mixture 10. 0 pL, E#F514 0.4 pL, NG9
0.4 uL.DNA #i#z 0. 8 uL,RNase-Free Water %b &
20.0 pL, %t PCR W 454 :95 ‘C 10 min, ff
J5 95 °C 15 5,55 C 60 s EE 40 MER .G FHEE
95 °C 155,60 C 605,95 °C 155,60 C 15 s, B4k
AEDYE 3 AEEAL.

x2 WREEPCRIIMFT
A LS &R
APN 5'-GCA TTC AGT GTG GGA TTG GAG-3' 5'-AGA CTG TGA TGT GGT AGG CAA AG-3’
MMP-9 5'-CGT GAA CAT CTT CGA CGC CAT-3' 5'-TCC TCA AAG ACC GAG TCC AGC-3'
PLGF 5'-GCA CCC GGC TCG TGT ATT TAT TA-3' 5'-GGC TGG CTT CTC TCT TTC TCT CA-3'
Bractin 5'-GTT GCG TTA CAC CCT TTC TTG AC-3’ 5'-CTC GGC CAC ATT GTG AAC TTT G-3'
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5 e H LB RS K AL SR AT 300 1 AL A 10

min J5 B E PR, RIG R SY 4 M E & B
(BSA) &[] 30 min, fil B s BEHTIA (—HO KRN &
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B REE UL T s R R ¢ K BRI DA
RFERKRA ¢ B CRA 227 5B mRNA A
X2kt A G M 43 1 R L Spearman A 3¢ 43 #7 . DA
P<0.05 NESFHESIT¥E L.
2 & ES
2.1 WA FEHH APN,MMP-9 f1 PLGF mRNA
Tkl WM 44 APN mRNA %Kik g 3%
TR AL, 22 R A G L (P<<0. 05) , MR A iR
AL MMP-9 Fl PLGF mRNA ik & i Z L T XJ
M, 25 A543 L (P<<0.05), IL5& 3.

X3 MARBEAZE APN.MMP-9 #1 PLGF mRNA

FIELB (T+5)

2 5 n APN MMP-9 PLGF
WELdl 110 4.07+1.86 0.56+0.21 1.02+0. 48
YFHRZE 110 1.0040.42 1.0140.48 3.2741.45
t 16. 89 9.01 15. 45
P <0.05 <0.05 <0.05

2.2 MAMEHL APN,MMP-9 f1 PLGF & 1 #
KA WER A 4H 4 APN K 1 £8 BFE T
HRZH (P <C0. 05) , WL 41 i # 41 40 MMP-9 Fl PLGF
R R EC T IR (P<0.05), L3 4,
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25 51 n APN MMP-9 PLGF
WML 110 0.34%0.09 0.07+0.02 0.16+0.05
XIE4 110 0.13£0.04 0.15+0. 04 0.45+0.13
¢ 22. 36 18.76 21. 84
P <<0. 05 <<0.05 <<0. 05

x5 Ba# 4043 APN mRNA 5 MMP-9 mRNA,
PLGF mRNA Z 18 £ M54

£ r p

MMP-9 mRNA —0. 663 0. 000
PLGF mRNA —0.872 0. 000
AR 0.246 0.088
244 BMI 0. 260 0.010
B LR T i —0.581 0. 000
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mRNA PLGF mRNA FU A= JLIR BT 5 A, 5
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JLMR T B R OE A 26, 5 42 10 BMI & i df o6, L3k 7.
APN,MMP-9,PLGF ) mRNA ¥ 548 T 5%,
X6 BB AL MMP-9 mRNA 5 PLGF mRNA %

LEPS e
LD r P
PLGF mRNA 0.592 0. 000
R —0. 144 0.142
%16 BMI —0.267 0. 009
B LR R 0.564 0. 000

®7 FR#E A4 PLGF mRNA 5E&#EHEX &S

&b r P
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Bk LR 0. 641 0. 000
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FikmBEAL. APN ik & & v] g2 X 8 & LA BT
45 A B AR AR b A R 4R 1 S I A b 4 I A5 9
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MMP-9 33k i B A 25 B4 5% W 10 77 240 4= A LA B+
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PLGF 33k i F 1% D) {32 7% 40 f 70 PN B2 400 i 33 4 43
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