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Analysis the results of karyotype and chromosome microarray of 187 twins with
interventional prenatal diagnosis
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Abstract: Objective To explore the value of chromosomal karyotyping and chromosomal microarray anal-
ysis (CMA) for prenatal diagnosis of twin pregnancy. Methods The results of chromosome G-banding and
chromosome microarray in 187 prenatal twin pregnant women (374 fetuses) were analyzed retrospectively. Re-
sults A total of 31 abnormal karyotypes were found in G-banding analysis of 374 fetal chromosomes,and the
abnormal rate was 8.29% (31/374). The abnormal karyotypes included 19 cases of aneuploidies,accounting
for 61.29% (19/31) .4 cases were mosaicism,accounting for 12. 90% (4/31) ,and 10 cases were structural ab-
normalities,accounting for 32.26% (10/31). Among 374 fetal chromosome microarray analysis results, 36 ca-
ses had abnormal results,and the abnormal rate was 9. 63% (36/374). Among the 36 abnormalities,there were
18 aneuploidies (50% ,18/36) ,3 mosaicism (8. 33% ,4/36) ,and 15 structural abnormalities (41.67% ,15/36).
Among 343 fetuses with normal chromosome karyotype, 11 fetuses with abnormal CMA were detected, with
an additional detection rate of 3. 21% (11/343). In the combination with the results of the two detection meth-
ods,a total of 42 abnormal fetuses were detected in 374 fetuses,and the total abnormal rate was 11. 23% (42/
374). Conclusion For twin pregnant women with indications, the interventional prenatal diagnosis should be
more rigorous. It is recommended to combine karyotype and chromosome microarray detection to reduce the
occurrence of birth defects.
chromosomal microarray; interventional prenatal diagnosis
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