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Effect of serum microRNA-155 in early diagnosis and prognosis of breast cancer”
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Abstract : Objective To explore the expression level of serum microRNA-155 in breast cancer patients and
normal women,in order to evaluate its value in the diagnosis and prognosis of breast cancer. Methods The
blood samples from 81 breast cancer patients and 80 normal women (control group) were collected from Sep-
tember 2012 to December 2013 to extract serum microRNA. Quantitative real-time PCR (RT-PCR) was used
to determine the expression level of microRNA-155 in serum,and the relationship of expression difference in
serum and clinicopathologic feature of breast cancer patients was analyzed. The value of microRNA-155 in the
diagnosis and prognosis of breast cancer was evaluated by receiver operating characteristic (ROC) cuvee and
Kaplan-Meier survival analysis. Results The expression of microRNA-155 in breast cancer patients was sig-
nificantly higher than that in the control group,and the difference had statistical significance (P<C0. 05). The
growth of expression level in serum of microRNA-155 was obviously correlated with lymphatic metastasis,and
the expression level of microRNA-155 in patients with lymphatic metastasis was higher than that in patients
without lymphatic metastasis with statistically significant difference (P<C0. 05), but the expression level of
microRNA-155 had not connection with age, menstrual conditions, tumor stages,estrogen receptor or proges-
terone receptor,without statistically significant difference (P>>0. 05). The detection of serum microRNA-155

had satisfactory sensitivity in diagnosis of breast cancer,and the high expression level of microRNA-155 in
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breast cancer patients was with low survival rate and poor prognosis. Conclusion microRNA-155 has impor-

tant significant in the diagnosis and prognosis of breast cancer.
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