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Association between apolipoprotein A5-1131T/C polymorphism and type 2 diabetes
mellitus in Chinese Han population: A meta-analysis”
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Abstract: Objective To systematically evaluate the association between apolipoprotein A5 (APOA5)-
1131T/C polymorphism and type 2 diabetes mellitus (T2DM) susceptibility. Methods The related literatures
on APOA5-1131T/C polymorphism and type 2 diabetes mellitus susceptibility were retrieved from China Na-
tional Knowledge Infratructure, Wanfang Database, VIP database and PubMed by computer, oddsratio (OR)
and its 95%CI were taken as pooled effects. The RevMan 5. 3 software and Stata 15. 1 software were adopted
to conduct the statistical analysis. Results A total of 12 case-control studies met all inclusion criteria and were
were included in this meta-analysis,with 2 715 cases in the case group and 6 839 cases in the control group.
The results of Meta showed that APOA5-1131T/C polymorphism was significantly associated with increased
susceptibility to T2DM [C ws. T: OR=1.31,95%CI=1. 15— 1. 50, P<C0, 05; CC ws. TT: OR=1. 58,
95%CI=1.32—1.89,P<C0.05; TCvs. TT: OR=1.42,95%CI=1.19—1.69,P<0.05; (CC+TC) vs. TT:
OR=1.36,95%CI=1.11—1.67,P=0.003; CC vs. (TC+TT): OR=1.49,95%CI=1.25—1.77,P<<
0.05]. Conclusion APOA5 -1131 T/C polymorphism may be associated with T2DM susceptibility and allele C
may increase risk of T2DM.
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