e 1356 - E PR3 B 22 7% 2019 4F 6 F % 40 %45 11 #] Int ] Lab Med,June 2019, Vol. 40,No. 11

\
Bl
B

DNA B RNA BEAENEMRBZEH DA RIARE

ROFHLARGEA S R I BRR L AR TR
(1. FEBRFEFIF,LAFE 266021;2. FH TP ERARA, LAFE 266042)

B OEAZHNBORARREIRT EEFFEAALRANEEFHOREIRLHNTEZNHA, B
R — AL G R R AL — AT R e g A AT e o F ALk, DNA P R 4E o AL 4R 5 6 —
HEZF X EEAARGRE SHEARARI® @Is K EBEF PR EEZ0/ERN;RNA 740
FROEHFIENABAR AL YR, Bk, N Mg ie P X 2 A F KA w85 0 i
HEZFHE, ALt DNA Z RNA P A M6 £ 2 VAR X 2 #F P R AL/ m 7 ki — 4%,

KA :DNA WA4; RNA WA, W@ #Sur; Aalsk

DOI:10. 3969/j. issn. 1673-4130. 2019. 11. 018 hE xS %S :R730. 4

XEHS:1673-4130(2019)11-1356-05 XEkARIZED : A

Advances in DNA and RNA methylation detection in tumor diagnosis”
ZHAO Qi' ,XIANG Lyuzhu',PENG Rui' ,\WANG Ye* ,MU Xiao feng*"
(1. Department o f Medicine ,Qingdao University ,Qingdao,Shandong 266021 ,China;
2. Department o f Clinical Laboratory ,Qingdao Central Hospital ,Qingdao,Shandong 266042 ,China)
Abstract ; Genetic abnormality and changes in gene epigenetics play an important role in the occurrence and
development of malignant tumors. Like genetic abnormalities, epigenetic changes are also a molecular mecha-
nism reflecting the early stage of tumorigenesis. As an important way of epigenetics, DNA methylation plays
an important role in controlling gene expression,maintaining genomic stability,cell differentiation and embry-
onic development. RNA methylation mainly includes the regulation of eukaryotic gene expression by post tran-
scriptional process. Therefore,detection of these two abnormal methylation in tumor cells becomes an impor-
tant means for early diagnosis of tumor. This paper reviews the relationship between DNA and RNA methyla-

tion and tumor and the two methods of methylation detection.
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